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MGV- GENOME 0377095:64,861-79,766 (+)
56 RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0057)

MGV- GENOME 0375768:65,384-74,871 (+)
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MGV-GENOME-0376959:62,055-75,491 (+)

MTase_lI_00157 Type (CDS_0057)
58 homing endonuclease (CDS_0062) 63
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MGV-GENOME-0377205: 66,780-80,377 (+)
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MGV- GENOME 0376474:62,226-76,703 (+)
MTase_lI_00157 Type (CDS_0053)

I
b

60

I N e ——
MGV-GENOME-0377199: 63,360-77,425 (+)
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MGV- GENOME 0377166:62,565-77,806 (+)

PhoH-like phosphate starvation-inducible (CDS_0046) DNA topoisomerase Il large subunit (CDS_0054)
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MGV- GENOME 0374655:60,335-78,782 (+)
7000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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