Cl-like repressor (CDS_0034) exonuclease (CDS_0042)
DNA polymerase (CDS_0032) MTase_|1_00053 Type (CDS_0036) DNA polymerase (CDS_0039)

33 35 37 38 40 41 43

MGV-GENOME-0312353:27,547-40,558 (+)
REase_l1_00134 Type (CDS_0031)
MTase_|I_00058 Type (CDS_0030) 32 33 34

T HEE@EE T D K K 4

IMGVR _UVIG_2703718611_000001|2703718611]2703719093|39646-91932:26,670-39,438 (+)
Lamassu-Fam__ LmuC_acc_hypothetical (CDS_0035)
Lamassu-FamemE(effector,hypotheticaI (CDS_0036)
Lamassu-Fam__LmuB_SMC_hypothetical (CDS 0034)
RM_Type_ll_Type_ll_REase13 (CDS_0633)
MTase_|I_00105 Type (CDS_OO3§) ‘

37

KK -

I
TemPhD_cluster_58276:28,097-41,918 (+)
Lamassu-Fam__LmuC_acc_hypothetical (CDS_0031)
Lamassu—Fam_Lm?A}ffector_hypotheticaI (CDS_0032)
Lamassu-Fam_LmuB_SMC_hypotheticéI (CDS_0030)
integrase (CDS_0021) RM_Type_ll_Type_ll_REase13 (CDS,O629)
integrase (CDS_0022) 23 24 MTase_|I_00105 Type (CDS_0028) \ 33

I K KICH & K G X K1

— E— —
IMGVR_UViG_2619619225_000003|2619619225|2619680457[10688-58453: 18,514-37,176 (+)

MTase_|I_00056 Type (CDS_0042)
REase_Il_ 00086 Type (CDS_0041) 43 44

KK DK KK ]
TemPhD_cluster_46242:33,907-45,789 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0026)
FM,Type,l I_Type_ll_MTases_FAM_0 (CDS_0028)
MTase 100152 Type (CDS_0027)
REase_MTase_IIG_00010 Type (CDS_0029) 30 31

KK {]

L
IMGVR_UVIG_2926464969 000001|2926464969]2926464970]40228-90399: 23,682-38,721 (+)
22 24 27 28 29

O > — KT D{ [KICK K

SRS019170_a1_ct41590_vs01: 18,891-32,318 (+)

26 27 28

| 1 X (K —X K K

MGV-GENOME-0276680: 18,825-30,947 (+)

MTase_|I_00170 Type (CDS_0029)
REase_l1_00151 Type (CDS_0031)
24 MTase_|I_00170 Type (CDS_0028) Ease_||_00149 Type (CDS_0030) 32 33

1 M K S I R R N K K

IMGVR_UViG_2515154108_000001|2515154108|2515163177|14993-65085: 18,893-38, 207( )

MTase_II_00147 Type (CDS_0031) REase_l1_00151 Type (CDS_0033)
integrase 24 25 ﬁEase 11.00149 Type (CDS_0032, 34 35

o KK

L e ——————
IMGVR_UViG_2551306224_000008|2551306224|2551365932(21287-71005: 21,193-37,383 (+)

transposase (CDS_0033) MTase_II_00170 Type (CDS_0037)
MTase_|I_00170 Type (CDS_0036)
transposase (CDS_0034) REase_Il_00151 Type (CDS_0039)
32 35 Ease_l1_00149 Type (CDS_0038) 40 41

KK ]

|
IMGVR_UVIG_2521172714_000001|2521172714]2521194517|1283997-1337454:26,264-41,992 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0027)
MTase_Il_00065 Type (CDS_0029)

MTase_I_00157 Type (CD5_0028) REase_I_00151 Type (CDS_0031)
21 22 23 | RM_Type_Il_Type_lI_REase34 (CDS_0030) 32 33

e eeeeee—————— ]
IMGVR_UVIG_2657245584_000001|2657245584|2657315850[180023-230445: 19,937-38,526 (+)
} 7000 nt {
DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




