
IMGVR_UViG_3300045988_159878|3300045988|Ga0495776_164580: 46,706-56,662 (+)
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IMGVR_UViG_3300045988_153255|3300045988|Ga0495776_096275: 46,706-58,198 (+)
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IMGVR_UViG_3300029089_000004|3300029089|Ga0169191_100105: 49,229-60,745 (+)
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uvig_107248: 49,230-60,631 (+)
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IMGVR_UViG_3300045988_157910|3300045988|Ga0495776_019260: 46,917-58,098 (+)
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67
68

69

70
71

72
73

uvig_97370: 48,158-58,868 (+)
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MGV-GENOME-0348054: 24,740-35,081 (-)
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IMGVR_UViG_3300045988_146961|3300045988|Ga0495776_078425: 48,993-62,200 (+)
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uvig_372115: 49,415-59,328 (+)
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IMGVR_UViG_3300045988_159906|3300045988|Ga0495776_018925: 49,474-60,513 (+)

68 69
70

71

72
73

7475

MGV-GENOME-0360260: 47,246-58,245 (+)
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IMGVR_UViG_3300045988_152248|3300045988|Ga0495776_010548: 47,246-58,245 (+)
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IMGVR_UViG_3300045988_159635|3300045988|Ga0495776_078565: 45,834-57,280 (+)
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MGV-GENOME-4432161: 42,115-53,864 (+)
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MGV-GENOME-0356552: 43,455-55,060 (+)
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uvig_271976: 45,999-57,545 (+)
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MGV-GENOME-0359194: 47,946-59,636 (+)
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uvig_241337: 10,524-20,548 (+)
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MGV-GENOME-0357820: 47,091-58,305 (+)
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MGV-GENOME-0358757: 47,430-58,838 (+)
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MGV-GENOME-0358474: 49,808-60,890 (+)

HEase_00016 homing (CDS_0064)
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MGV-GENOME-0343457: 42,184-53,209 (+)
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MGV-GENOME-0358359: 45,679-57,798 (+)
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uvig_255991: 48,275-61,230 (+)
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SAMEA3951774_b1_ct3: 48,359-61,332 (+)

HNH endonuclease (CDS_0063)
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IMGVR_UViG_3300045988_167840|3300045988|Ga0495776_044111: 48,333-60,787 (+)
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MGV-GENOME-0360298: 49,529-61,317 (+)
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IMGVR_UViG_3300045988_164093|3300045988|Ga0495776_117970: 39,570-51,577 (+)
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MGV-GENOME-0325247: 21,957-33,867 (-)
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uvig_473306: 47,953-59,863 (+)
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MGV-GENOME-0290623: 13,191-23,963 (+)
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MGV-GENOME-0335536: 20,204-32,556 (+)
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uvig_325977: 48,406-60,587 (+)
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uvig_313609: 48,043-60,510 (+)
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MGV-GENOME-0324698: 14,606-26,317 (+)
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uvig_330681: 45,716-57,197 (+)
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MGV-GENOME-0359608: 47,301-59,899 (+)
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IMGVR_UViG_3300045988_151573|3300045988|Ga0495776_116431: 48,388-61,327 (+)
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uvig_67626: 42,481-55,420 (+)
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MGV-GENOME-0343867: 36,305-48,542 (+)
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IMGVR_UViG_3300045988_158913|3300045988|Ga0495776_039801: 47,785-58,940 (+)
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uvig_268813: 45,765-58,750 (+)
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uvig_327304: 47,084-59,159 (+)
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uvig_69818: 40,024-49,405 (+)
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MGV-GENOME-0327804: 18,138-28,946 (+)
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IMGVR_UViG_3300045988_163983|3300045988|Ga0495776_096112: 48,223-58,166 (+)
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uvig_302595: 44,789-53,686 (+)
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MGV-GENOME-0357236: 47,705-56,323 (+)
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MGV-GENOME-0335158: 21,934-31,242 (+)
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MGV-GENOME-0304170: 17,671-26,980 (-)
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70

71
72

73
74

75

MGV-GENOME-0358811: 47,595-57,390 (+)

65
66

67

68

69
70

71

MGV-GENOME-0357988: 47,320-57,146 (+)

65
66

67

68
69

7071

MGV-GENOME-0359596: 48,146-60,073 (+)
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IMGVR_UViG_3300045988_160283|3300045988|Ga0495776_059144: 48,967-59,283 (+)
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MGV-GENOME-0317055: 3,931-11,066 (+)
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MGV-GENOME-0362101: 47,034-60,820 (+)
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IMGVR_UViG_3300045988_159079|3300045988|Ga0495776_018817: 47,036-57,990 (+)
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IMGVR_UViG_3300045988_155890|3300045988|Ga0495776_078535: 47,135-55,975 (+)
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uvig_177966: 51,112-66,988 (+)
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radical SAM domain protein (CDS_0076)
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SRS053587_a1_ct7805_vs1: 49,644-60,351 (+)
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uvig_309908: 48,176-57,703 (+)
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MGV-GENOME-0342778: 32,744-41,894 (+)
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IMGVR_UViG_3300045988_159503|3300045988|Ga0495776_059353: 49,653-59,882 (+)
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exonuclease (CDS_0086)
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MGV-GENOME-0369632: 48,330-77,543 (+)
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head maturation protease (CDS_0066)
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MGV-GENOME-0370097: 52,576-78,515 (+)
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DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


