
MGV-GENOME-0358542: 18,752-34,895 (+)

28 29 30 31 32 33 34 35 36 37 38 39

uvig_372115: 18,752-36,221 (+)

33 34

uvig_310764: 19,174-33,796 (+)

33 36

uvig_45404: 19,169-34,636 (+)

33 34

MGV-GENOME-0356552: 17,271-30,609 (+)

29 31 32 37

MGV-GENOME-0343867: 10,561-23,213 (+)

21

MGV-GENOME-0354858: 19,173-30,452 (+)

33

MGV-GENOME-0358414: 21,220-36,134 (+)

33 34 36 37

uvig_325977: 21,220-35,368 (+)

35 36

MGV-GENOME-0348054: 48,122-64,361 (-)

929395

Ma_2019_SRR341696_NODE_95_length_90366_cov_3.854547: 21,225-35,308 (+)

34 35 37 38

uvig_271840: 18,349-32,833 (+)

30 32 33

IMGVR_UViG_3300045988_159503|3300045988|Ga0495776_059353: 19,172-36,611 (+)

33 34 35 36

MGV-GENOME-0356430: 21,214-35,220 (+)

33 34

IMGVR_UViG_3300045988_158913|3300045988|Ga0495776_039801: 21,214-35,220 (+)

34

IMGVR_UViG_3300045988_164216|3300045988|Ga0495776_078591: 21,559-35,076 (+)

34 35

uvig_107248: 21,527-35,151 (+)

34 35

uvig_146997: 21,521-36,584 (+)

35 36

uvig_465025: 21,527-35,606 (+)

35 36

IMGVR_UViG_3300045988_160283|3300045988|Ga0495776_059144: 21,954-35,926 (+)

35 36

SRS053587_a1_ct7805_vs1: 21,976-36,720 (+)

35 36 39

IMGVR_UViG_3300029716_000008|3300029716|Ga0245260_1000335: 21,985-36,592 (+)

35 36

uvig_246971: 21,986-36,643 (+)

35 36

uvig_69818: 13,343-26,983 (+)

23 24

MGV-GENOME-0356850: 18,007-32,837 (+)

31 32 33

OTU_217: 20,783-35,803 (+)

35 36

MGV-GENOME-0358628: 21,242-34,003 (+)

33 35 36

MGV-GENOME-0357236: 21,953-34,724 (+)

35

MGV-GENOME-0358474: 20,783-36,770 (+)

30 31 35 36

IMGVR_UViG_3300045988_155129|3300045988|Ga0495776_039869: 19,169-33,350 (+)

33

uvig_99780: 21,190-35,733 (+)

34 35 36 37 baseplate wedge subunit (CDS_0042)

uvig_236035: 21,233-36,317 (+)

34 35 36 38

uvig_426148: 21,827-37,550 (+)

34 35 37 38 43

uvig_284048: 21,957-37,203 (+)

35 36 38 39

MGV-GENOME-4429495: 21,827-37,550 (+)

37 38

MGV-GENOME-0306448: 21,827-37,549 (+)

3738 39

MGV-GENOME-0300708: 22,280-37,299 (+)

38

6000 nt

tail unknown function


