MazEF__MazE (CDS_0036)

baseplate wedge subunit (CDS_0021) MazEF_MazF (CDS_0037)
baseplate wedge subunit (CDS_0022) endolysin (CDS_0035) metallo-protease (CDS_0044)
20 structural protein (CDS_0023) 24 25 26 27 28 29 30 31 3233 34 integrase (CDS_0038) 39 40 4142 43
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TemPhD_cluster_34790:19,495-34,108 (+)
25 26 27 28 29 30 31 3233 34

IMGVR_UViG_3300008476_000008|3300008476|Ga0115377_10004|7217-55072:19,495-31,507 (+)
MazEF_ MazE (CDS_0037)
endolysin (CDS_0035)
19 24 25 26 27 28 29 30 31 3233 34 36 MazEF__MazF (CDS_0038)
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IMGVR_UViG_2872412273 000002|2872412273|2872412273|1293613-1343193: 18,151-33,493 (+)
MazEF__MazE (CDS_0034)
endolysin (CDS_0033)
24 25 26 27 28 29 3031 32 MazEF_MazF (CDS_0035) 41

IMGVR_UVIG_646206277_000002|646206277]646207281|189895-239333: 18,381-33,202 (+)
MazEF_MazE (CDS_0037)
holin (CDS_0032)  endolysin (CDS_0036)
25 26 27 28 29 30 31 | 3334 35 MazEF__MazF (CDS_0038)
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IMGVR_UViG_647533177_000011|647533177|647535440(76849-126871:19,495-33,695 (+)
25 26 27 28 29 30 34 35

IMGVR_UViG_3300007880_000001|3300007880|Ga0111093_10011: 19,495-28,427 (+)
25 26 27 28

I I
IMGVR_UViG_7000000419_000003|7000000419|SRS019989_Baylor_scaffold_ 151 19,495-27,267 (+)
25 26 27 28 29 30

T e — — — ——
IMGVR_UViG_7000000080_000005|7000000080|SRS021969_Baylor_scaffold_90:19,209-28,584 (+)
24 25 26 30 31
S S, W S, S, S — ) SU— W G .
IMGVR_UViG_3300007826_000007|3300007826|Ga0105915_10002|32031-77191: 18,414-28,830 (+)
24
[ ———§ N ]

MGV-GENOME-0284737:18,414-26,614 (+)
25 26 27 28 2930 31 endolysin(CDS 0032)  MazEF_MazE (CDS_0033)

IMGVR_UViG_3300007939_000004|3300007939|Ga0114254_10001|39311-88282: 19 480-30,525 (+)
25 26 27

IMGVR_UViG_3300008711_000011[3300008711|Ga0115615_10004]39453-85041: 19,495-26,700 (+)
6000 nt i
head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder)
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