trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0046)
transcriptional regulator (CDS_0037)
transposase (CDS_0041)
integrase (CDS_0039) capH (CDS_0044)
5 38 endolysin (CDS_0040)42 43 T 45 \ 47 48 49 50 51 52 53 transcriptional repressor (CDS_0054)
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uvig_155143:28,038-46,637 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0045)
capH (CDS_0043)
40 41 42 T aa | 4647 48
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IMGVR_UViIG_3300045988_169416|3300045988|Ga0495776_056377:28,038-45,692 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0049)

transposase (CDS_0044) capH (CDS_OO45)

T 45 46 T 48 | 5051 52 53

IMGVR_UViG_3300029714_000368|3300029714|Ga0245242_1000520|3-57169:28,033-44,827 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0048)
tRNA-Pro(CGG) capH (CDS_0046)

| 4142 43 44 45 [ 47 | 49 50 major tail protein (CDS_0051)

IMGVR_UViG_3300045988_176931|3300045988|Ga0495776_037401:27,267-45,040 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0046)
42 capH (CDS_0044)

35 40 41 43 1 45 | 47 48 major tail protein (CDS_0049)
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L - - -
IMGVR_UViG_3300045988_173660|3300045988|Ga0495776_157431:28,252-44,794 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0052)

transposase (CDS_0047) capH (CDS_0056)
44 45 46 [ 48 49 151 | 5354 55 56
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IMGVR _UViG_3300029714_000220|3300029714|Ga0245242 1000520:28,033-48,829 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0046)
capH (CDS_0044)
39 40 41 42 43 45 | 4748 49
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uvig 544859:26,779-46,975 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0049)
44 capH (CDS_0047)
42 43 45 46 T 48 | 5051 52
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uvig_313843:28,167-47,522 (+)

Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0050)
HamB1_00004 DEAD-box (CDS_0042)

PDC-501_WP_067088819.1 (CDS_0040) transposase (CDS_0045)  capH (CDS_00438)
HamA1_00008 DUF1837 (CDS_0041) 43 44 46 47 T49 ‘ 5152 53
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IMGVR_UViG_3300030447_000326|3300030447|Ga0168849_100493(2955-67285:28,843-52,235 (+)
radical SAM domain-containing protein (CDS_0042)
capH (CDS_0046) Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0062)
44 51 capH (CDS_0060)
41 4345 |47 484950 52 53 54 55 56 57 58 59 T 61 | 63 64 major tail protein (CDS_0065)
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OTU_425:28,057-59,081 (+)
3940
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GV-GENOME-0317093:27,066-37,098 (+)

Edq |

integrase (CDS_0051)
capH (CDS_0041) 46 49
40 42 434445] 47 48 50 52 53 54 55 capH (CDS_0060)
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IMGVR_UVIG_3300045988_172444|3300045988|Ga0495776_163531: 28,150-49,445 (+)
capH (CDS_0041) 46 49
40 42 434445 47 48  [50 51 52
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IMGVR_UViG_3300007360_000427|3300007360|Ga0104766_1000204|14561-72807: 28,150-46,183 (+)
capH (CDS 0042) 47
41 [43 444546] 48 49
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V-GENOME-0329680: 28,182-40,995 (+)
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