
IMGVR_UViG_3300045988_160220|3300045988|Ga0495776_112169: 93,010-103,012 (+)

112
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0113)

114 115 116

metal-dependent phosphohydrolase (CDS_0117)

118 119
120

LigA (VF1220) (CDS_0121) DrmD_00010 DrmD (CDS_0122) 123 124 125

MGV-GENOME-4434731: 93,991-103,295 (+)

SbcD-like subunit of palindrome specific endonuclease
metal-dependent phosphohydrolase (CDS_0115)

116 117

uvig_235666: 18,682-28,724 (+)

metal-dependent phosphohydrolase (CDS_0022) 23 24 25

MGV-GENOME-0369291: 20,455-30,498 (+)

metal-dependent phosphohydrolase (CDS_0023) 24 25

uvig_325369: 96,038-104,491 (+)

115

MGV-GENOME-0351594: 72,288-79,421 (+)

HEase_00030 homing (CDS_0091)

MGV-GENOME-0369901: 100,662-107,856 (+)

HEase_00030 homing (CDS_0120)
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