
uvig_145557: 24,366-29,092 (+)

39 40 41 42 43 44 45 46 47 48 49 50

MGV-GENOME-0228500: 15,972-21,377 (+)

31 32 33 35 36 40

IMGVR_UViG_3300045988_103359|3300045988|Ga0495776_157403: 42,721-49,142 (+)

57 63 64 69 70 71

uvig_569862: 45,372-51,459 (+)

67 70 71 75

uvig_241212: 65,474-69,796 (+)

80 81 83

MGV-GENOME-0352727: 45,042-49,364 (+)

67

MGV-GENOME-0214155: 15,108-20,268 (+)

33 35

MGV-GENOME-0317768: 37,692-42,655 (+)

57

MGV-GENOME-0330142: 42,493-47,076 (+)

60 61 63

IMGVR_UViG_3300045988_104258|3300045988|Ga0495776_007383: 43,301-48,033 (+)

61 62

MGV-GENOME-0335230: 44,048-49,417 (+)

62 63 64

IMGVR_UViG_3300045988_112402|3300045988|Ga0495776_093699: 39,250-44,203 (+)

53 54 55

uvig_42868: 4,215-8,240 (-)

17

IMGVR_UViG_3300045988_126977|3300045988|Ga0495776_007313: 46,767-51,798 (+)

67 73

MGV-GENOME-0225608: 18,993-23,526 (+)

36

uvig_17100: 28,303-33,273 (+)

49

MGV-GENOME-0265175: 23,663-28,578 (+)

42 44

MGV-GENOME-0320118: 39,049-45,961 (+)

49 51 52 57 58

MGV-GENOME-0338353: 44,821-49,037 (+)

65

MGV-GENOME-0272477: 25,830-29,967 (+)

44

MGV-GENOME-0332746: 44,859-49,594 (+)

65 66

MGV-GENOME-0333526: 45,182-49,736 (+)

64 65

IMGVR_UViG_3300045988_107254|3300045988|Ga0495776_093457: 39,912-43,739 (+)

54

IMGVR_UViG_3300045988_099079|3300045988|Ga0495776_168992: 42,994-46,989 (+)

60 61

uvig_41200: 2,597-7,689 (-)

101516

IMGVR_UViG_3300029788_000102|3300029788|Ga0243743_1000333: 44,982-50,039 (+)

64 65 69

MGV-GENOME-0240255: 20,760-25,837 (+)

43 44 48 49

uvig_438798: 3,367-8,361 (-)

1418

MGV-GENOME-0345497: 45,906-50,884 (+)

64

MGV-GENOME-0352219: 43,519-48,591 (+)

62 63

MGV-GENOME-0327191: 43,049-48,097 (+)

60 61 66

uvig_250837: 63,535-69,298 (+)

76 77

MGV-GENOME-0332525: 37,182-42,251 (+)

46 47

MGV-GENOME-0314524: 27,875-34,585 (+)

49 50 51 52 57

MGV-GENOME-0313743: 28,842-34,958 (+)

49 50

MGV-GENOME-0282242: 19,662-25,263 (+)

37 38 40

MGV-GENOME-0337037: 43,999-49,026 (+)

63 64

MGV-GENOME-0251382: 21,047-26,240 (+)

40 41

MGV-GENOME-0330815: 44,160-49,562 (+)

64 65

uvig_465329: 42,590-47,696 (+)

58 59 62

IMGVR_UViG_3300045988_127809|3300045988|Ga0495776_156070: 44,587-49,466 (+)

62

MGV-GENOME-0309262: 35,087-40,425 (+)

44

uvig_262960: 65,216-71,309 (+)

81 82 84

IMGVR_UViG_3300045988_110110|3300045988|Ga0495776_157623: 43,479-49,572 (+)

65 66

IMGVR_UViG_3300018472_000408|3300018472|Ga0194157_1037971|11829-71328: 44,071-49,881 (+)

63 70
site-specific recombination directionality factor RDF (CDS_0071)

MGV-GENOME-0351939: 45,449-49,220 (+)

68 69

uvig_143434: 42,292-47,650 (+)

56 57 62 63 64 66

2000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function


