
MGV-GENOME-0225608: 2,810-10,127 (+)

6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

uvig_42868: 17,633-24,950 (-)

4344

MGV-GENOME-0313743: 14,842-20,015 (+)

26 27

uvig_250837: 48,645-54,168 (+)

47
tRNA-Undet(NNN)

48 53

IMGVR_UViG_3300045988_104258|3300045988|Ga0495776_007383: 29,026-33,927 (+)

34 37 39

uvig_17100: 14,059-18,976 (+)

26

uvig_145557: 10,396-15,510 (+)

18 19 22

uvig_438798: 17,732-22,851 (-)

40

MGV-GENOME-0332746: 30,663-35,777 (+)

42

IMGVR_UViG_3300045988_126999|3300045988|Ga0495776_169107: 31,393-38,122 (+)

42 44 45 46 47 52

MGV-GENOME-0275510: 10,662-17,411 (+)

21 22 23

MGV-GENOME-0337037: 28,272-33,736 (+)

35 36 37 39

IMGVR_UViG_3300045988_112439|3300045988|Ga0495776_158073: 28,189-33,707 (+)

35 36 37

IMGVR_UViG_3300045988_112686|3300045988|Ga0495776_054766: 28,683-35,331 (+)

36 37 38 transposase (CDS_0043)

IMGVR_UViG_3300045988_121607|3300045988|Ga0495776_163174: 28,060-33,558 (+)

35 36 37

MGV-GENOME-0345497: 30,902-36,149 (+)

39 40 42

uvig_99048: 28,572-36,006 (+)

32 37 38 39 40 transposase (CDS_0045)

MGV-GENOME-0309125: 20,269-25,797 (+)

25 26 27 28

IMGVR_UViG_3300045988_126977|3300045988|Ga0495776_007313: 29,166-35,979 (+)

37 38 39

IMGVR_UViG_3300045988_095435|3300045988|Ga0495776_130653: 25,189-32,120 (+)

holin (CDS_0025) 26 27 28 33 34 35

MGV-GENOME-0323222: 25,189-32,120 (+)

26 33 34 35

uvig_383200: 30,576-35,479 (+)

40 41

uvig_365994: 33,533-41,826 (+)

35 36 42 43 44 45

MGV-GENOME-0333526: 29,432-35,431 (+)

32 33 39

MGV-GENOME-0272477: 9,922-15,857 (+)

12 18

uvig_310210: 27,624-32,871 (+)

29 34

uvig_76469: 27,510-35,331 (+)

35 36 37 38

IMGVR_UViG_3300045988_110364|3300045988|Ga0495776_180115: 28,782-35,071 (+)

38 39 40 41

uvig_255043: 29,625-35,645 (+)

38 39 40 41

MGV-GENOME-0339889: 26,691-33,274 (+)

35 36 37 38

uvig_246357: 46,829-52,764 (+)

55

3000 nt

integration and excision lysis unknown function tRNA


