anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0031)
pyrophosphatase (CD$_0030)

tail protein (CDS_0020) SspD_00001 SspD (CDS_0027)
17 18 19 21 22 23 24 25 26 28 29 32 33
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MGV-GENOME-0171894: 13,092-23,463 (+)
tail fiber protein (CDS_0022) pyrophosphatase (CDS_0029)
23 24 2526 27 28 anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0030)
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MGV-GENOME-0161935:13,091-22,078 (+)

tail fiber protein (CDS_0022) pyrophosphatase (CDS_0028)
23 2425 26 27 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0029)

N I D S— I

MGV-GENOME-0156488: 13,085-21,349 (+)
MTase_|I_00048 Type (CDS_0025) pyrophosphatase (CDS_0031)
22 23 24 26 27 28 29 30 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0032)
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MGV-GENOME-0175834: 13,091-24,040 (+)
MTase_|I_00048 Type (CDS_0025) pyrophosphatase (CDS_0031)

22 23 24 26 27 28 29 30 anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0032)

MGV-GENOME-0164044:13,092-22,364 (+)

MTase_I1_00048 Type (CDS_0025) pyrophosphatase (CDS_0032)
22 23 24 26 27 2829 30 31 anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0033)
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MGV-GENOME-0184151:13,089-22,827 (+)
MTase_|I_00048 Type (CDS_0030) pyrophosphatase (CDS_0037)
24 25 26 27 28 29 31 32 333435 36 38
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MGV-GENOME-0184541:13,072-25,370 (+)
tail length tape measure protein (CDS_0015) pyrophosphatase (CDS_0026)
[ endolysin (CDS_0016) 20 21 22 23 24 25 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)
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MGV-GENOME-0143088: 10,532-19,643 (+)

pyrophosphatase (CDS_0026)
20 21 2223 24 25 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)

. e S R S E—
MGV-GENOME-0151869: 10,542-20,740 (+)

pyrophosphatase (CDS_0023)
tail fiber protein (CDS_0022) T anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0024)
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MGV-GENOME-0150975:13,092-18,991 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0024)
pyrophosphatase (CDS_0023)
tail fiber protein (CDS_0022) |
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MGV-GENOME-0157210: 13,091-19,240 (+)

anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0027)

tail fiber protein (CDS_0022) Hoc-like head decoration (CDS_0025)
23 24 pyrophosphatase (CDS_0026)
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MGV-GENOME-0161052:13,092-21,958 (+)

Hoc-like head decoration (CDS_0025)
22 23 24 26  anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)
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MGV-GENOME-0169139: 13,092-23,074 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0028)
Hoc-like head decoration (CDS_0026)
23 24 25 pyrophosphatase (CDS_0027)
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MGV-GENOME-0164908: 13,092-22,485 (+)

tail fiber protein (CDS_0022) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0026)
23 24pyrophosphatase (CDS_0025)
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MGV-GENOME-0158671:13,079-21,642 (+)
Mu Gam-like end protection (CDS_0024) RusA-like Holliday junction resolvase (CDS_0028)
replication initiation protein (CDS_0026)

DnaC-like helicase loader (CDS_0027) MTase_|1_00048 Type (CDS_0032)
22 23 25 \ \ 29 30 31 33 34

MGV-GENOME-0196590: 13,091-25,495 (+)

I 4000 nt {

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (PADLOC) anti-defence (dbAPIS)
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