RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0084)
ParB-like partition protein (CDS_0083) terminase large subunit (CDS_0001) holin
8 79 80 81 82 | 85 86 87 88 89 90 2 3 4

~

— g — F E ey | — | —|
MGV-GENOME-4425019:44,961-50,371 (+); 1-2,146 (+)

RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0084)
ParB-like partition protein (CDS_0083) 85 86 87 88 89

uvig_19738:44,961-50,371 (+); 1-2,146 (+)
RM _Type_ll_Type_ll_MTases_FAM_1 (CDS_0078)
ParB-like partition nuclease (CDS_0077) 79 8081

IMGVR_UViG_3300029675_000018|3300029675/Ga0245254_100410:42,412-47,158 (+); 1-2,147 (+)
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SAMNO6164954 a1 _ct11206:42,824-45,206 (+)

MTase_l|_00015 Type (CDS_0085)
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uvig_156412:45,652-50,689 (+)

MTase_l|_00015 Type (CDS_0084)
85 86 87 88 89
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IMGVR_UViG_3300045988_077552|3300045988|Ga0495776_000854:45,606-51,129 (+); 1-2,135 (+)

MTase_lI_00015 Type (CDS_0077)
78 79 80 81 82 8384
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SRS146812 al ct55353 vs01:42,964-48,500 (+)

MTase_II_00015 Type (CDS_0077)
8 79 80 81 8283
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IMGVR_UViG_3300045988_058412|3300045988|Ga0495776_046956:43,768-49,068 (+)
ParB-like partition nuclease (CDS_0082) 83 84 8586 8788 89 90 9192

uvig_248466:43,944-50,477 (+); 1-2,146 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0087)
86 88 89 90 91 92

MGV-GENOME-0313755:45,783-50,869 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0087)
ParB-like partition nuclease (CDS_0086) 88 89 90 91 92

0
i
|
i

IMGVR_UViG_3300045988_071844|3300045988|Ga0495776_078092:45,783-50,869 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0087)

ParB-like partition nuclease (CDS_0086) 88 89 90 91 92
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IMGVR_UViG_3300045988_078582|3300045988|Ga0495776_000903: 45,860-51,432 (+); 1-2,147 (+)
RM_Type_ll_Type_ll_MTases FAM_1(CDS_0085)
ParB-like partition nuclease (CDS_0084) 86 87 88 89 90 91

I I
MGV GENOME-4425964:46,419-52,000 (+)
ParB-like partition nuclease (CDS_0092) 93 94 95 96 97 98

uvwg_256587 52,538- 57 870 (+)

71 ParB-like partition nuclease (CDS_0076) 77 78 79 80 81 82 83 3 4 holin (CDS_0006)
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uvwg 255174:45,582-51, 554( ); 1- 5 398 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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