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MGV-GENOME-0124939: 1,251-10,092 (-)

910HNH endonuclease (CDS_0011)DNA methyltransferase (CDS_0014)
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MGV-GENOME-0111890: 5,993-14,374 (+)

5 DNA methyltransferase (CDS_0010) 13 14

3000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


