
MGV-GENOME-0306437: 14,105-31,046 (+)

14
SigE (VF0295) (CDS_0015)

16 17 18 19
20

2122
23

24 25 26 27 28 29 30 31

tRNA-Undet(NNN)

32
33

3435

MGV-GENOME-0305373: 14,105-30,673 (+)

19 20

protease (CDS_0021)

22
23

24 25 26 27 28 29

MGV-GENOME-0296829: 14,102-27,868 (+)

19
20

21 22 23 24 25 26

MGV-GENOME-0289819: 14,105-26,610 (+)

19 20 21 22 23 24 25

uvig_329257: 14,105-36,840 (+)

19 20
21

22 23 24 25 26 27 28 29 30 31 32 33

uvig_295658: 14,105-39,849 (+)

19
20

21 22 23 24
25

26 27 28 29 30 31 32 33 34 35 36

uvig_436067_: 14,102-34,686 (+)

19 20
anaerobic ribonucleotide reductase small subunit (CDS_0021)

22 23 24 25 26 27 28 29 30 31 32 33 34

MGV-GENOME-0275236: 14,105-22,497 (+)

19
20

21

MGV-GENOME-0275754: 14,105-22,597 (+)

19 20

MGV-GENOME-0284622: 14,102-24,795 (+)

19 20 21 22 23

MGV-GENOME-0314235: 14,102-26,604 (+)

19 20
21

22
23

MGV-GENOME-0310731: 14,102-26,592 (+)

19 20

21
22

23

MGV-GENOME-0307141: 14,102-29,309 (+)

19 20
21

22
23

24 25 26 27

MGV-GENOME-0307836: 14,102-29,550 (+)

19 20
21

22 23 24 25 26 27

MGV-GENOME-0306502: 14,105-29,175 (+)

19 20

protease (CDS_0021)

22
23

24 25 26 27

MGV-GENOME-0304352: 14,105-29,193 (+)

19 20

protease (CDS_0021)

22
23

24 25 26 27

MGV-GENOME-0303466: 14,103-29,372 (+)

20 21
protease (CDS_0022)

23 24 25 26 27

MGV-GENOME-0310437: 14,105-31,295 (+)

19 20
protease (CDS_0021)

22 23 24 25
26

27 28 29 30 31

MGV-GENOME-0327577: 14,105-26,264 (+)

19 20
protease (CDS_0021)

22

MGV-GENOME-0321160: 14,105-26,209 (+)

19 20
21

22

MGV-GENOME-0297938: 14,105-26,678 (+)

19 20 21
22

23

MGV-GENOME-0307657: 14,102-27,415 (+)

19 20
21

22 23 24

MGV-GENOME-0293209: 14,102-27,138 (+)

19
20

21 22 23

MGV-GENOME-0309386: 14,102-26,853 (+)

19
20

21 22
23

MGV-GENOME-0300177: 14,102-28,817 (+)

19
20

21 22 23 24

MGV-GENOME-0325577: 14,102-26,864 (+)

19
20

21 22

MGV-GENOME-0301148: 14,105-27,422 (+)

19 20 21 22

MGV-GENOME-0302519: 14,105-28,605 (+)

19
20

21 22
23

24 25 26

MGV-GENOME-0295879: 14,105-27,939 (+)

19 20

protease (CDS_0021)

22
23

24 25

MGV-GENOME-0311793: 14,105-31,792 (+)

19 20
protease (CDS_0021)

22 23 24
25

26 27
28

29

30
31

32 33 34

MGV-GENOME-0309387: 14,102-30,158 (+)

19 20

protease (CDS_0021)

22
23

24

25
26
27

28
29

30 31 32

MGV-GENOME-0304086: 14,105-29,111 (+)

19 20

protease (CDS_0021)

22
23
24

25
26

27 28 29

MGV-GENOME-0305394: 14,105-29,565 (+)

19 20

protease (CDS_0021)

22 23

24
25

26 27 28

MGV-GENOME-0323820: 21,697-35,903 (+)

26 27

protease (CDS_0028)

29

30
31

32 33 34

MGV-GENOME-0286013: 14,105-24,611 (+)

19
20
21

22
23

24 25 26

MGV-GENOME-0285484: 14,105-24,496 (+)

19 20

21
22

23 24 25

MGV-GENOME-0286105: 14,105-24,631 (+)

19
20

21

22
23

24 25 26

MGV-GENOME-0251970: 9,572-19,429 (+)

12 13 17 18 19

uvig_283263: 14,102-39,590 (+)

19
20

21 22 23 24 25 26
QueE-like  radical SAM domain (CDS_0027)

28 29 30 31 32 33 34 35 36

uvig_107650: 14,102-33,128 (+)

19 20
QueE-like  radical SAM domain (CDS_0021)

22 23 24 25 26 27 28 29 30 31

ivig_508: 14,102-41,819 (+)

19
20

21 22 23 24
25

26
27

28 29
30

31 32 33

anaerobic ribonucleotide reductase small subunit (CDS_0034)

35 36 37 38 39 40
41

42

43
44

45 46 47

ivig_1277: 14,105-40,676 (+)

19
20

21
22

23
24

25
26

2728 29 30

anaerobic ribonucleotide reductase small subunit (CDS_0031)

32 33 34 35 36 37 38 39 40 41

MGV-GENOME-0335630: 14,105-32,040 (+)

19
20

21 22 23
24

25 26 27 28 29 30
31

32

TemPhD_cluster_39313_: 14,105-39,053 (+)

19 20 21
22

23 24
integrase (CDS_0025)

26

endolysin (CDS_0027)

28 29 30 31 32
33

integrase (CDS_0034)

35 36 37

MGV-GENOME-0314629: 14,102-31,193 (+)

19 20 21 22 23 2425
26

27 28 29 30 33
34

VCA0458 (CDS_0035)

36

MGV-GENOME-0317121: 14,102-32,304 (+)

19 20 21 22 23 2425 26 27 28 29 30

ivig_1336: 14,099-31,883 (+)

20 21 22 23 24 25 2627 28 29 30 31
32

33

MGV-GENOME-0303930: 14,102-29,816 (+)

19 20 21 22 23 24

25
26

27 28

MGV-GENOME-0303622: 14,102-29,705 (+)

19 20 21 22 23 24
25

26 27

MGV-GENOME-0306587: 14,102-30,714 (+)

19 20 21 22 23
24

25
26

27 28 29

MGV-GENOME-0308920: 14,102-28,980 (+)

19 20 21 22 23
24

25 26 27

MGV-GENOME-0306083: 14,102-29,793 (+)

19 20 21 22 23 2425 26
27

28

MGV-GENOME-0316813: 14,102-29,356 (+)

19 20 21 22 23 24 25 26

MGV-GENOME-0306157: 14,102-30,761 (+)

19 20 21 22 23 2425 26 27

MGV-GENOME-0302800: 14,092-29,630 (+)

20 21 22 23 24
25

26 27 28

MGV-GENOME-0312050: 14,102-30,136 (+)

19 20 21 22 23 24
25

26 27 28

MGV-GENOME-0306175: 14,102-30,585 (+)

19 20 21 22 23
24

25
26

27 28 29

MGV-GENOME-0302061: 14,102-29,225 (+)

19 20 21 22 23 24 25 26

MGV-GENOME-0311877: 14,102-31,828 (+)

19 20 21 22 23 2425 26 27 28 29 30

MGV-GENOME-0308099: 14,102-31,224 (+)

19 20 21 22 23 2425 26 27 28 29

MGV-GENOME-0312450: 14,102-32,049 (+)

19 20 21 22 23 242526 27 28 29 30

MGV-GENOME-0313389: 14,102-29,812 (+)

19 20 21 22 23 242526
27

28

MGV-GENOME-0313236: 14,102-32,355 (+)

19 20 21 22 23 2425 26 27 28 29 30

MGV-GENOME-0311894: 14,102-31,834 (+)

19 20 21 22 23 2425 26 27 28 29

MGV-GENOME-0312665: 14,102-32,134 (+)

19 20 21 22 23 2425 26 27 28 29 30

MGV-GENOME-0314315: 14,102-30,056 (+)

19 20 21 22 23 2425 26 27

MGV-GENOME-0308379: 14,102-30,559 (+)

19 20 21 22 23 24
25

26

27 28 29

MGV-GENOME-0308250: 14,102-31,276 (+)

19 20 21 22 23 24
25

26 27
28

29 30 31

MGV-GENOME-0306251: 14,102-29,851 (+)

19 20 21 22 23 24 25 26

MGV-GENOME-0300804: 14,102-28,066 (+)

19 20 21 22 23 24

ivig_1771: 14,102-33,197 (+)

19 20 21 22 23
24

25 26 2728 29 30 31 32 33

MGV-GENOME-0315579: 14,102-34,137 (+)

19 20 21 22 23
24

25
26

27
28

29 30 31 32 33 34

MGV-GENOME-0315462: 14,102-34,085 (+)

19 20 21 22 23
24

25
26

27 28 29 30 31 32 33

MGV-GENOME-0312250: 14,102-32,722 (+)

19 20 21 22 23 24
25

26

27 28 29 30 31 32

MGV-GENOME-0312371: 14,102-32,773 (+)

19 20 21 22 23 24 25 26 27 28 29 30

SRS016381_a1_ct2040_vs1: 14,102-40,041 (+)

19 20 21 22 23
24

25
26

27 28 29
transposase (CDS_0030)

31 3233 34
35

36 37 38 39 40 41 42

Ma_2019_SRR413697_NODE_309_length_64367_cov_76.659457: 14,102-45,587 (+)

19 20 21 22 23 2425 26 27 28

RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA_HTH (CDS_0029)

30 31
anaerobic ribonucleotide reductase small subunit (CDS_0032)

33 34 35 36 37 38 39 40 41

uvig_93758: 14,102-36,972 (+)

19 20 21 22 23
24

25 2627 28 29 30 31 32 33 34 35 36 37

MGV-GENOME-0280883: 14,105-23,463 (+)

19
20

21

MGV-GENOME-0280001: 14,102-23,450 (+)

19 20

MGV-GENOME-0283830: 14,102-24,887 (+)

19
20

21 22

MGV-GENOME-0278811: 14,102-24,184 (+)

19 20 21

MGV-GENOME-0288827: 14,102-25,235 (+)

19
20

21 22 23

ivig_221: 14,102-24,918 (+)

19 20 21 22

MGV-GENOME-0279658: 14,102-23,385 (+)

19 20

MGV-GENOME-0291162: 14,102-25,764 (+)

19 20 21 22

MGV-GENOME-0301367: 14,102-26,486 (+)

19 20 21 22 23

MGV-GENOME-0301113: 14,105-27,970 (+)

19 20
protease (CDS_0021)

2223

MGV-GENOME-0298012: 14,102-28,084 (+)

19 20 21 22 23 24 25

MGV-GENOME-0295728: 14,102-27,745 (+)

19 20 21 22 23 24 25

uvig_379065: 14,102-36,494 (+)

19 20
anaerobic ribonucleotide reductase small subunit (CDS_0021)

22 23 24 25 26 27 28 29 30 31 32 33

IMGVR_UViG_3300045988_171631|3300045988|Ga0495776_150298: 14,105-43,121 (+)

19 20 21 22 23 24
25

2627 28 29 30 31 32 3334
endolysin (CDS_0035)

36

PDC-M69A_WP_216276383.1 (CDS_0037)

RM_Type_IIG__Type_IIG_1 (CDS_0038)
Specificity_II_00002 Type (CDS_0039)

40 41 42
43

44 45 46 47 48

MGV-GENOME-0332002: 14,102-36,446 (+)

19 20 21 22 23
24

25
26

2728

endolysin (CDS_0029)
30

31 3233 34
35

36 37 38 39 40

uvig_415023: 14,105-36,799 (+)

19
20

21 22 23
24

25 26272829 30 31
32

33

MGV-GENOME-0326302: 14,102-29,807 (+)

19 20
protease (CDS_0021)

22 23 24 25 29 30

MGV-GENOME-0329016: 14,105-27,809 (+)

19
20

21 22

MGV-GENOME-0337311: 14,103-31,761 (+)

19
20

21 22 23 24 25 26 27

MGV-GENOME-0333717: 14,105-31,721 (+)

19 20
protease (CDS_0021)

22 23 24
25

26
27

28 29

MGV-GENOME-0326381: 14,105-28,044 (+)

19 20
protease (CDS_0021)

22

MGV-GENOME-0314754: 14,102-23,559 (+)

19 20

MGV-GENOME-0273880: 14,102-23,565 (+)

19 20

MGV-GENOME-0296914: 14,102-30,911 (+)

19 20 21 22 23 24
25

26 27
28

VCA0458 (CDS_0029)

30

MGV-GENOME-0325825: 14,102-29,434 (+)

19 20 21 22 23 24
25

26 27

MGV-GENOME-0327248: 14,102-29,163 (+)

19 20 21 22 23 2425 26

MGV-GENOME-0322250: 14,102-28,584 (+)

19 20 21 22 23 24
25

26

MGV-GENOME-0338629: 14,102-31,445 (+)

19 20 21 22 23 2425 26 27 28

MGV-GENOME-0332990: 14,102-29,728 (+)

19 20 21 22 23
24

25
26

27 32 33 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0034)

MGV-GENOME-0332691: 14,102-29,270 (+)

19 20 21 22 23
24

25
26

27

MGV-GENOME-0313508: 14,102-36,316 (+)

minor head protein (CDS_0019) 20 2122
endolysin (CDS_0023)

24

PDC-M69A_WP_216276383.1 (CDS_0025)

RM_Type_IIG__Type_IIG_1 (CDS_0026)
Specificity_II_00002 Type (CDS_0027)

28 29 30
31

32
VCA0458 (CDS_0033)

34

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA pseudogene


