
TemPhD_cluster_41919: 14,784-24,171 (+)

16

partition protein ATPase (CDS_0017)

18
anti-repressor Ant (CDS_0019)

tail spike protein with colonic acid degradation activity (CDS_0020)

stregram_VatA-NCBIFAM streptogramin A O-acetyltransferase Vat(A) (NF000101.1) (CDS_0021)

22
mads_1 (CDS_0023)

24 25 26 27

IMGVR_UViG_646206259_000005|646206259|646206253|509931-551011: 14,784-24,027 (+)

21 22

IMGVR_UViG_2541047703_000007|2541047703|2541168659|252-38920: 14,309-21,107 (+)

15 tail protein (CDS_0020)

SRS144362_a1_ct28431_vs01: 14,784-28,494 (+)

21
tRNA-Arg(CCT)

22 23 24 25

IMGVR_UViG_2627854098_000002|2627854098|2627914286|1480513-1523087: 15,097-26,202 (+)

19

tail protein (CDS_0020)

transposase (CDS_0021)
transposase (CDS_0022)

transposase (CDS_0023) 25 26

IMGVR_UViG_2897341779_000002|2897341779|2897341779|1522706-1565316: 14,416-26,776 (+)

15 transposase (CDS_0020) DrmD_00013 DrmD (CDS_0021) 23 24 28

IMGVR_UViG_2528311135_000002|2528311135|2528333300|2110332-2152838: 14,416-26,672 (+)

transposase (CDS_0020)

IMGVR_UViG_3300028976_000045|3300028976|Ga0169648_10003|43272-83190: 14,914-24,386 (+)

21 22 28

TemPhD_cluster_21172: 13,842-24,393 (+)

15 20 21

IMGVR_UViG_2541047915_000012|2541047915|2541178201|2-38068: 13,842-22,035 (+)

20

IMGVR_UViG_2541047691_000016|2541047691|2541168082|2-39163: 14,416-23,628 (+)

tail spike protein with colonic acid degradation activity (CDS_0020)
21 22 tail protein (CDS_0023)

IMGVR_UViG_2541047948_000007|2541047948|2541179823|529043-568948: 14,416-24,372 (+)

tail spike protein with colonic acid degradation activity (CDS_0020)
tail spike protein (CDS_0021) 22

IMGVR_UViG_2687453512_000002|2687453512|2687454225|116881-152228: 13,841-19,814 (+)

anti-repressor Ant (CDS_0019)20

5000 nt

integration and excision other tail transcription regulation unknown function defence (PADLOC) AMR (AMRFinderPlus) tRNA


