
IMGVR_UViG_2651869771_000005|2651869771|2651900871|42827-92859: 17,543-34,244 (+)
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36 37
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PD-T7-2_A_WP_104725143.1 (CDS_0035)
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24 25
Flagella (VF0394) (CDS_0026)

Peritrichous flagella (VF0967) (CDS_0027)

SDIC3__SDIC3F (CDS_0028)

SDIC3__SDIC3E (CDS_0029)
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SDIC3__SDIC3D (CDS_0029)
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31 32 33

TemPhD_cluster_56669: 17,543-46,826 (+)

24 Drt3b_00001 (CDS_0025)
Drt3a_00002 (CDS_0026)

27

excisionase and transcriptional regulator (CDS_0028)

29 30 31 32
33

3435 36 37 38 39 40 41 42 UG17 (CDS_0043)
drt-cluster7 DRT (CDS_0044)

45 49 50

MTase_II_00074 Type (CDS_0052)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB)


