polarity suppression Psu-like by overcoming Rho (CDS_0030)
polarity suppression Psu-like by overcomlng Rho (CDS_0029)
excisionase and transcriptional regulator (CDS_0028)
UmuD-like protein (CDS_0023)
SDIC3_SDIC3D (CDS_0026)

SDIC3_SDIC3E (CDS'0025)
membrane protein (CD‘ _0019) ‘ ‘ PD-T7-2_A_WP_104725143.1 (CDS_0036)
tail fiber protein (CDS_0020) polarity suppression Psu-like by overcoming Rho (CDS_0032) DEDDh_I_II_II_IV_V_VI_1 (CDS_0042)

SDIC3_SDIC3C (CDS_0027) excisionase (CDS_0041)

21T 24 17T | | |31 33 34 35 3738 39 40 | | 43

I '
IMGVR _UViG 2651869771 000005|2651869771]2651900871(42827-92859: 17,543-34,244 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0030)
polarity suppression Psu-like by overcomlng Rho (CDS_0029)
polarity suppression Psu-like by overcomlng Rho (CDS_0032)
excisionase and transcrlptlonal regulator (CDS_0028)
PD-T7-2.B_ WP 009660643 1(CDS_0034)
SDIC3 SDIC3D(C S_ ooéé J
SDIC3 SDICSE(CDS‘OO25
sDIC3_Sblcac (CDs 0027 D-T7-2_.A WP 104725143.1 (CDS_0035)
24 LT 31| 33 36 37

IMGVR_UViG_2519899625 000011(2519899625|2519937606|2-50030: 17,543-34,240 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0030)
polarity suppression Psu-like by chercomlng Rho (CDS_0029)
polarity suppression Psu-like by overcoming Rho (CDS_0032)
excisionase and transcrlptlonal regulator (CDS 0028)
PD-T7- 2 | B _WP 009660643 1(CDS_0033)
SDIC3 SDIC3D(C S_ 0026
SDIC3_SDIC3E (CDS 0025)
SDIC3_SbIcac | CDS 00 7) PD- T7 2 A WP_104725143.1 (CDS_0034)
24 [T | |31 | 35 36

IMGVR _UVIG_2648501719_000007|2648501719|2648561269|42827-92859: 17,543-34,244 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0030)
polarity suppression Psu-like by oT/ercoming Rho (CDS_0029)
polarity suppression 'SSTJ-Iike by overcoming Rho (CDS_0032)
excisionase and transcrlptlonal regulator (CDS 0028)
PD-T7 -2 | B' WP ' 009660643.1 (CDS_0033)
SDIC3_SDIC3D (c S ooébj l
SDIC3_SDIC3E (CDS 0025}
sDIC3_SDIcac (cDs Oo 7) PD-T7-2 A _WP_104725143.1 (CDS_0034)
DNA primase (CDS_0024) | | | | [31 | 35 36

IMGVR_UViG_2639762889_000009(2639762889|2639806573(2-51363: 17,543-35,573 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0030)
polarity suppression Psu-like by Eercoming Rho (CDS_0029)
polarity suppression Psu-like by overcomlng Rho (CDS_0032)
excisionase and transcrlptlonal regulator (CDS_0028)
transcriptional repressor (CDS 0027)
PD-17-2.B_WP_ 009660643 1(CDS_0034)
SDIC3_SDIC3D (CDS_ 0026
SDIC3 SDIC3E(CDS 0025
24

Ii D-T7- 2 A WP 104725143.1 (CDS_0035)
33 36 37

IMGVR_UVIG_ 2627854243 00001012627854243|2627927859| 42827922 15: 17 543-33.600 () =

polarity suppression Psu-like by overcoming Rho (CDS_0034)

polarity suppression Psu-like by &ercomlng Rho (CDS_0033)
polarity suppression Psu-like by overcoming Rho (CDS_0036)
excisionase and transcrlptlonal regulator (CDS_0032)
Peritrichous flagella (VF0967) (CDS_0027) Pb-t7-2/B WP 009660643 1(CDS_0038)
SDIC3_SDIC3D (C S 0030)

SDIC3_SDIC3E (CDS 0029}

Flagella (VF0394) (CDS_0026) sDIC3_SbIc3c (CDs._ 00

1 J D-T7-2.A) WP 104725143.1 (CDS_0039)
24 25 | sDIC3_SDIC3F (CDS_0028)] | |35 |

37 40 41

N E— | N —
IMGVR_UViG_2651869772_000006|2651869772|2651900918|42899-98433: 17,543-39,746 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0034)
polarity suppression Psu-like by a/ercomlng Rho (CDS_0033)
polarity suppression Psu ||ke by overcoming Rho (CDS_0036)
excisionase and transcrlptlonal regulator (CDS 0032)
Peritrichous flagella (VF0967) (CDS_0027) PD-T7-2_B' WP 009660643.1 (CDS_0037)

sDIC3 SDIC3D(C S_0030)
SDIC3_SDIC3E(CDS. 0029}
Flagella (VF0394) (CDS 0026) SDIC3_SDIcac (cDs. 00 1 D-T7- 2 A WP_104725143.1 (CDS_0038)
24 25 | sDIC3_sDIC3F (CDS_0028)] | |35 | 39 40

I T ————— I —_—
IMGVR_UViG_2627853877_000009|2627853877|2627896267(42832-98095: 17,543-39,475 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0033)
polarity suppression Psu-like by overcomlng Rho (CDS_0032)
polarity suppression Psu ||ke by overcoming Rho (CDS_0035)
excisionase and transcnptlonal regulator (CDS 0031)
Peritrichous flagella (VF0967) (CDS_0026) PD-T7-2_B WP _009660643.1 (CDS_0036)
SDIC3_SDIC3D (C s 0029)J J
SDIC3_SDIC3E (CDS 0028)
Peritrichous flagella (VF0967) (CDS_0025) SDIC3_SDIC3C (CDS_00 D-T7-2. A WP_104725143.1 (CDS_0037)
24 | spic3_sDIC3F (CDS_0027)] | 34 | 38 39

I — e —————————— I —
IMGVR_UViG_2627853896_000008|2627853896|2627897627|1-54093: 17,543-38,304 (+)
Peritrichous flagella (VF0967) (CDS_0028)
PDC-535_WP_082176215.1 (CDS_0029)
Flagella (VF0394) (CDS_0027)
‘ polymerase (CDS_0030)
| 31 32

24 25 26

DCK{K]G

I
IMGVR_UViG_2571042640, OOOOO4|2571042640\2571135158|54595 103686:17,542-33,307 (+)
excisionase and transcriptional regulator (CDS_0028)

MTase_lI_00074 Type (CDS_0052)

Drt3a_00002 (CDS_0026) 3T3 drt-cluster7 DRT (CDS_0044)
24 Drt3b_00001 (CDS_0025) 27 2930 31 32 343536 37 38 39 40 41 42 UG17 (CDS_0043) 45 49 50

y X 2930 3435 3

TemPhD_cluster_56669:17,543-46,826 (+)
[ 10000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail

transcription regulation unknown function defence (DefenseFinder)
| N

defence (PADLOC) virulence (VFDB)




