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Norman_77_NODE_5_length_62402_cov_188.006496: 6,430-30,862 (+)
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SAMN05826542_a1_ct44988_vs1: 6,430-39,142 (+)
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uvig_371324: 6,430-27,600 (+)
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MGV-GENOME-0330584: 6,422-25,771 (+)
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IMGVR_UViG_3300029087_000101|3300029087|Ga0169172_100071|1-56447: 6,364-24,810 (+)
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uvig_113308: 6,364-38,471 (+)
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MGV-GENOME-0287206: 6,430-10,991 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function virulence (VFDB)


