tail fiber protein (CDS_0016)
excisionase (CDS 0023)
mtegrase (CDS._ 0024)
major tail protein (CDS_0008)
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OTU_603: 6,364-30,076 (+)
tail fiber protein (CDS_0016)
excisionase (CDS_0023)
19 22
1011 12 13 14 15 17 18 2021] | integrase (CDS_0024)

L § B | I B BN NS EEmE .
OTU_613:6,430-30,246 (+)
tail fiber protein (CDS_0016)
excisionase (CDS_0023)
tail length tape measure protein (CDS_0012) 19 22
1011 [ 13 14 15 17 182021 | 24 25262728
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IMGVR_UViG_3300014771_000044(3300014771|Ga0169781_100180: 6,364-32,593 (+)
tail fiber protein (CDS_0016)
excisionase (CDS 0023)
integrase (CDS_0024)

19 21
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OTU_561:6,433-30,940 (+)
Hoc-like head decoration (CDS_0017)
tail fiber protein (CDS_0016)
excisionase (CDS_0023)
19 22

tail length tape measure protein (CDS_0012)
18 2021] | integrase (CDS_0024)
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Norman_77_NODE_5_length_62402_cov_188.006496: 6,430-30,862 (+)
Hoc-like head decoration (CDS_0017)
tail fiber protein (CBS 0016)
excisionase (CDS 0023)
integrase (CDS_0024)
tail length tape measure protein (CDS_0012) 19 21
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IMGVR_UViG_3300014751_000063|3300014751|Ga0169793_100047|53012-113186: 6,430-30,074 (+)
excisionase (CDS_0023)

tail fiber protein (CDS_0016) T LigA (VF1220) (CDS_0028)
|ntegrase (CDS_0024)
tail length tape measure protein (CDS_0012) 19 21 phosphofructokinase (CDS_0027) 31 35
1011 [ 13 14 15 17 1820722 | | 25 26 | 2930[32 33 34| 36

SAMNO05826542 al ct44988 vs1:6,430-39,142 (+)
tail fiber protein (CDS_0016)
tail length tape measure protein (CDS_0012) 19
1011 [ 13 14 15 17 1820
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uvwg 371324 6,430-27,600 (+)

tail fiber protein (CDS_0016)
1011 12 13 14 15 [ 17
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MGV- GENOME 0330584:6,422-25,771 (+)

tail length tape measure protein (CDS_0012)
1011 [ 13 14 15 16

IMGVR_ UViG. 3300029087 000101|3300029087|Ga0169172. 10007 1] 1-56447: 6,364-24,810 (+)
phosphofructokinase (CDS_0031)
tail fiber protein (CDS_0016) ATPase (CDS_0028) LigA [VF1220) (CDS_0032)
17 RegX3 (VF0858) (CDS_0024) DNA polymerase (CDS_0030) 35 39
1011 12 13 14 15 T1819 20 21 22 23 25 26 27 29 | 3334[36 37 38| 40
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OTU_338:6,364-49,237 (+)

tail fiber protein (CDS_0016) phosphofructokinase (CDS_0020)

ATPase (CDS_0017) LigA [VF1220) (CDS_0021)
tail length tape measure protein (CDS_0012) DNA polymerase (CDS_0019) 24 28
1011 13 14 15 18 | 22 23]25 26 27| 29
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uvig 113308: 6,364-38,471 (+)
10
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MGV-GENOME-0287206: 6,430-10,991 (+)
10000 nt {
DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function virulence (VFDB)
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