
uvig_551919: 1-13,088 (+)

1 portal protein (CDS_0002) 3
homing endonuclease (CDS_0004)

5 6 7

HNH endonuclease (CDS_0008)
major head protein (CDS_0009)

10 11 12

MGV-GENOME-0367731: 1-12,250 (+)

endolysin (CDS_0004)

uvig_593045: 1-12,856 (+)

4 endonuclease (CDS_0006) 12

uvig_476884: 1-12,151 (+)

4 5

MGV-GENOME-0366717: 1-13,061 (+)

4 5

MGV-GENOME-0366748: 99,577-100,369 (+); 1-13,061 (+)

4 5102 103

IMGVR_UViG_3300029578_000005|3300029578|Ga0245007_100157: 99,556-100,348 (+); 1-11,782 (+)

4

IMGVR_UViG_3300045988_077120|3300045988|Ga0495776_005215: 100,300-101,092 (+); 1-12,250 (+)

endolysin (CDS_0004)

IMGVR_UViG_3300045988_086649|3300045988|Ga0495776_011908: 98,284-99,076 (+); 1-12,359 (+)

4

uvig_238079: 99,360-100,152 (+); 1-12,992 (+)

HEase_00030 homing (CDS_0003)
homing endonuclease (CDS_0005)

6

IMGVR_UViG_3300045988_099846|3300045988|Ga0495776_056814: 1-11,977 (+)

terminase large subunit (CDS_0002)

uvig_92980: 3,098-12,681 (+)

HEase_00030 homing (CDS_0003)

IMGVR_UViG_3300045988_062797|3300045988|Ga0495776_000695: 1-15,192 (+)

homing endonuclease (CDS_0003) 6
HNH endonuclease (CDS_0009)

major head protein (CDS_0010)
HEase_00022 homing (CDS_0011)

16

MGV-GENOME-4433505: 1-15,193 (+)

HNH endonuclease (CDS_0008)
major head protein (CDS_0009)

HEase_00022 homing (CDS_0010)

uvig_309553: 1-14,617 (+)

3 major head protein (CDS_0008)
HEase_00022 homing (CDS_0009)

MGV-GENOME-0360616: 1-11,334 (+)

5 HEase_00022 homing (CDS_0006)

MGV-GENOME-0367221: 3,113-16,275 (+)

4 8 HEase_00022 homing (CDS_0009) 14

IMGVR_UViG_3300045988_045508|3300045988|Ga0495776_092603: 1-16,314 (+)

portal protein (CDS_0002) major head protein (CDS_0008)
HEase_00022 homing (CDS_0009)

NC_055873.1: 1-15,038 (+)

4 5
endonuclease (CDS_0007)

HNH endonuclease (CDS_0009)

major head protein (CDS_0010)
HEase_00022 homing (CDS_0011)

IMGVR_UViG_3300045988_084712|3300045988|Ga0495776_005284: 101,110-101,302 (+); 1-13,518 (+)

4 endonuclease (CDS_0006)

uvig_243014: 1-11,782 (+)

4

MGV-GENOME-0366517: 1-12,850 (+)

endolysin (CDS_0004) 8

IMGVR_UViG_3300045988_054058|3300045988|Ga0495776_005311: 1-16,388 (+)

8
HEase_00030 homing (CDS_0009)

11

MGV-GENOME-0348495: 1-14,633 (+)

major head protein (CDS_0007)
HEase_00030 homing (CDS_0008)

MGV-GENOME-4429365: 1-14,299 (+)

major head protein (CDS_0007)
HEase_00030 homing (CDS_0008)

IMGVR_UViG_3300045988_053980|3300045988|Ga0495776_011565: 1-15,838 (+)

3 8 HEase_00022 homing (CDS_0009)

MGV-GENOME-0320177: 1-13,364 (+)

homing endonuclease (CDS_0004) 5 6

IMGVR_UViG_3300045988_077596|3300045988|Ga0495776_056934: 1-12,038 (+)

4

MGV-GENOME-0358646: 3,113-14,497 (+)

4 5 10

IMGVR_UViG_7000000239_000003|7000000239|SRS013951_WUGC_scaffold_7748: 98,838-99,630 (+); 1-12,063 (+)

2 5

IMGVR_UViG_3300007524_000003|3300007524|Ga0105481_1000121: 98,939-99,731 (+); 1-12,038 (+)

4

IMGVR_UViG_3300045988_070975|3300045988|Ga0495776_011503: 99,202-99,994 (+); 1-12,684 (+)

4 5

IMGVR_UViG_3300045988_095347|3300045988|Ga0495776_000049: 96,762-97,554 (+); 1-12,817 (+)

4

MGV-GENOME-0366513: 99,202-99,994 (+); 1-12,684 (+)

4 5 7

MGV-GENOME-0366237: 1-13,682 (+)

4 11

IMGVR_UViG_3300045988_070948|3300045988|Ga0495776_004999: 1-13,750 (+)

7 8 13

MGV-GENOME-0368251: 1-13,750 (+)

7 8

IMGVR_UViG_3300045988_070976|3300045988|Ga0495776_012362: 1-15,375 (+)

7
HNH endonuclease (CDS_0008)

9 10

IMGVR_UViG_3300045988_082721|3300045988|Ga0495776_003103: 1-13,557 (+)

4
major head protein (CDS_0007)

8

uvig_292895: 3,113-16,226 (+)

9

IMGVR_UViG_3300045988_076497|3300045988|Ga0495776_004924: 2,075-15,212 (+)

10

uvig_161203: 97,746-97,938 (+); 1-16,486 (+)

terminase large subunit (CDS_0001) major head protein (CDS_0008)
HEase_00022 homing (CDS_0009)

10 15 16

IMGVR_UViG_3300045988_063132|3300045988|Ga0495776_004950: 102,583-102,775 (+); 1-15,318 (+)

terminase large subunit (CDS_0001) 7
HNH endonuclease (CDS_0008)

major head protein (CDS_0009)

IMGVR_UViG_3300030365_000033|3300030365|Ga0245220_100176: 1-14,875 (+)

7
HNH endonuclease (CDS_0008)

major head protein (CDS_0009)
HEase_00022 homing (CDS_0010)

IMGVR_UViG_3300045988_088258|3300045988|Ga0495776_012072: 1-16,343 (+)

5
HNH endonuclease (CDS_0009)

10 11 12 HEase_00022 homing (CDS_0013)

MGV-GENOME-4434256: 1-15,530 (+)

8 9
major head protein (CDS_0010)

HEase_00022 homing (CDS_0011)

IMGVR_UViG_3300045988_094486|3300045988|Ga0495776_037743: 1-15,446 (+)

5
HNH endonuclease (CDS_0009)

10 11 12 HEase_00022 homing (CDS_0013)

IMGVR_UViG_3300030400_000014|3300030400|Ga0238533_10001: 3,113-15,103 (+)

7 8 9 tail fiber protein

MGV-GENOME-0353794: 3,113-15,918 (+)

7 8 9 10

IMGVR_UViG_3300029521_000002|3300029521|Ga0244833_100164: 1-15,132 (+)

7 8 9

MGV-GENOME-0366596: 1-15,667 (+)

7 8 9

uvig_110960: 1-14,253 (+)

7 8 major head protein (CDS_0009)

IMGVR_UViG_3300045988_047055|3300045988|Ga0495776_111996: 1-16,734 (+)

8 9
major head protein (CDS_0010)

HEase_00030 homing (CDS_0011)

NC_062767.1: 1-16,102 (+)

7 8
major head protein (CDS_0009)

HEase_00030 homing (CDS_0010)

IMGVR_UViG_3300029491_000001|3300029491|Ga0244091_100096: 1-18,520 (+)

HNH endonuclease (CDS_0008)

9 10
major head protein (CDS_0011)

HEase_00022 homing (CDS_0012) 18

uvig_227232: 1-17,961 (+)

HNH endonuclease (CDS_0008)

9 10
major head protein (CDS_0011)

HEase_00022 homing (CDS_0012)

IMGVR_UViG_3300045988_096777|3300045988|Ga0495776_084545: 1-14,138 (+)

homing endonuclease (CDS_0004) 5 7

IMGVR_UViG_3300045988_074826|3300045988|Ga0495776_115004: 1-15,312 (+)

5

HNH endonuclease (CDS_0007)

8
HNH endonuclease (CDS_0009)

major head protein (CDS_0010)

IMGVR_UViG_3300045988_103153|3300045988|Ga0495776_011935: 98,968-99,160 (+); 1-16,951 (+)

homing endonuclease (CDS_0004)
5 8 9 10 HEase_00030 homing (CDS_0011)

IMGVR_UViG_3300045988_111290|3300045988|Ga0495776_084547: 1-16,951 (+)

8 9
major head protein (CDS_0010)

HEase_00030 homing (CDS_0011)

IMGVR_UViG_3300045988_064341|3300045988|Ga0495776_143066: 3,113-14,862 (+)

5 HEase_00030 homing (CDS_0010)

uvig_167026: 99,209-100,001 (+); 1-17,972 (+)

7
HNH endonuclease (CDS_0008)

major head protein (CDS_0009)
HEase_00022 homing (CDS_0010)

MGV-GENOME-0366491: 3,098-14,328 (+)

4 10

7000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (PADLOC)


