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23 27 29 virion structural protein (CDS_0034)
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IMGVR_UViG_3300045988_060659|3300045988|Ga0495776_095773:21,929-37,250 (+)
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MGV-GENOME-0365368: 22,744-40,305 (+)
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MG\/ GENOME-0366233:27,302-42,642 (+)
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MGV GENOME 0364559:25,936-40,425 (+)
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IMGVR_UViG_3300029736_000003|3300029736|Ga0245186_100316: 25,936-40,469 (+)
27 28 HEase_00006 homing (CDS_0031)
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IMGVR_UVIG_3300045988.079147|3300045988|Ga0495776_084533: 22,915-40,268 (+)
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IMGVR_UViG_3300045988_075449|3300045988|Ga0495776_002901:22,887-38,519 (+)
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uvig_204060: 22,887-38,464 (+)
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IMGVR_UVIG_3300045988_049463|3300045988|Ga0495776_011983:23,336-39,798 (+)
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uvig_172856:27,016-43,032 (+)
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MGV-GENOME-0366632:26,219-41,331 (+)
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Shkoporov_2019_SRR9161579_NODE 5 length_101265 cov_19.151141:27,378-43,374 (+)
30 31
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Uvig_152636_: 26,885-41,758 (+)
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uvig 165080:27,378-43,249 (+)
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MGV-GENOME-0367433:26,885-41,729 (+)
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IMGVR_UViG_3300045988_070946|3300045988|Ga0495776_056837:26,331-40,397 (+)
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uvig_289603:27,115-40,186 (+)
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uvig 383610:28,614-44,644 (+)
Reverse transcriptase (CDS_0025)
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MGV-GENOME-0367051: 26,608-42,209 (+)
32
3173334

N S
MGV-GENOME-0366740: 28,848-43,213 (+)
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IMGVR_UVIG._7000000536.000019] 7000000538 |SRS024075_LANL_scaffold_11358: 28,848-42,804 (+)
32
31 |33

N
IMGVR_UViG_3300029845 000003|3300029845|Ga0245277_1000170:29,043-45,160 (+)
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MGVR_UViG_3300045988_055598|3300045988|Ga0495776_092434: 28,848-43,741 (+)
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IMGVR UViG_3300045988 082408|3300045988\Ga0495776 092524:29,034-44,507 (+)
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IMGVR_UViG_3300045988_083778|3300045988|Ga0495776_011736:26,322-42,546 (+)
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uvig 590873:29,239-45,324 (+)
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IMGVR_UViG_3300045988_081763|3300045988|Ga0495776_056821:25,179-42,098 (+)
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IMGVR_UViG_3300045988_067581|3300045988|Ga0495776_011734: 29,136-44,654 (+)
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IMGVR_UViG_3300045988_076497|3300045988|Ga0495776_004924: 27,338-45,559 (+)
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uvig_18767:28,524-44,457 (+)
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IMGVR_UVIG_3300045988_084712|3300045988|Ga0495776_005284: 27,616-44,090 (+)
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IMGVR_UViG_3300045988_070976|3300045988|Ga0495776_012362:27,588-42,371 (+)
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IMGVR_UViG_3300045988_084353|3300045988|Ga0495776_056855:28,143-40,707 (+)
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IMGVR_UViG_3300045988_096777|3300045988|Ga0495776_084545: 28,143-40,175 (+)
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IMGVR_UViG_3300045988_047055|3300045988|Ga0495776_111996:27,639-43,742 (+)
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IMGVR_UViG_3300045988 045508|3300045988|Ga0495776_092603:27,233-44,083 (+)
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MGV-GENOME-0366237: 23,498-40,670 (+)
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IMGVR_UViG_3300013426_000002|3300013426|Ga0116649_1000032: 26,114-43,105 (+)

24 29 30

NC_055869.1:23,852-40,016 (+)
tail fiber protein (CDS_0017)
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IMGVR_UViG_3300045988_049942|3300045988|Ga0495776_132210:13,950-33,472 (+)
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MGV-GENOME-0366454: 27,897-42,858 (+)
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uvig_110960: 20,126-34,749 (+)
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MGV-GENOME-0366491:26,450-42,206 (+)
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IMGVR_UViG_3300045988_070941|3300045988|Ga0495776_114913:22,674-37,520 (+)
30 31

R I -
uvig161203: 26,139-42,088 (+)
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IMGVR_UViG_3300029521_000002|3300029521]Ga0244833_100164: 25,690-42,081 (+)
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IMGVR_UViG_3300045988_052731|3300045988|Ga0495776_005152: 26,917-43,475 (+)
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uvig 255336:27,081-43,342 (+)
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IMGVR_UVIG_3300045988_070975|3300045988|Ga0495776_011503: 27,167-43,239 (+)
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MGV-GENOME-0367221:30,730-44,787 (+)
3132 36 37 virion structural protein
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IMGVR_UViG_3300029491_000001|3300029491|Ga0244091_100096: 31,537-39,757 (+)
31 32 35

|
uvig 167026: 30,342-43,207 (+)
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uvig_90838:27,188-36,416 (+)
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uvig 238079: 28,818-44,104 (+)
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IMGVR_UViG_3300045988_082721|3300045988|Ga0495776_003103: 23,368-38,480 (+)
26 27

MGV GENOME 0363819 28,651-39,686 (+)
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IMGVR UV|G 3300045988 103153|3300045988\Ga0495776 011935:27,588-41,566 (+)
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uvig 98562:29,478-37,186 (+)
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MGV-GENOME-4433505: 25,712-38,341 (+)
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MGV-GENOME-0360616: 21,853-34,482 (+)
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MGV-GENOME-4434256: 28,600-44,265 (+)
29 30 31

MGV-GENOME-0367382: 27,895-44,843 (+)
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MGV-GENOME-0366348:27,895-43,362 (+)
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MGV-GENOME-0364358: 23,264-39,282 (+)
30 31

uvig 75752:26,556-41,634 (+)
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MGV-GENOME-0364245: 23,196-38,378 (+)
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IMGVR_UViG_3300045988_057827|3300045988|Ga0495776_004869: 26,640-43, 374 (+)
30 31 32
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IMGVR_UVIG_3300045988_035997|3300045988|Ga0495776 075812: 26,674-42,607 (+)
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MGV-GENOME-0366930: 28,205-42,903 (+)
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IMGVR_UVIG_3300045988_049465|3300045988|Ga0495776_004931: 27,341-43,497 (+)
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IMGVR. UVIG. 3300045988, 034342| 330004 5988]Ga0495776.075921: 22,966-38.201 (+)
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IMGVR_UViG_3300045988_045506|3300045988|Ga0495776_005309: 26,900-43,362 (+)
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uvig_ 77947 27,191-42 239( )
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MGV-GENOME-4434482: 26,739-44,131 (+)
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uvig_38284:26,794-42,378 (+)
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MGV-GENOME-0366517:26,221-41,866 (+)
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MGV GENOME-0365184:25,477-60,718 (+)

HEase_00022 homing (CDS_0034)
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IMGVR_UViG_3300045988_062794|3300045988|Ga0495776_005010: 30,588-66,259 (+)

HEase_00022 homing (CDS_0032)

MGV-GENOME-0368643:30,981-57,504 (+)
HEase_00022 homing (CDS_0033)
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IMGVR_UViG_3300045988 038745|3300045988|Ga0495776_075726:32,309-56,836 (+)
HEase_00022 homing (CDS_0036)

IMGVR_UViG_3300045988_082714|3300045988|Ga0495776_005396: 32,035-59,342 (+)
HEase_00006 homing (CDS_0033)

IMGVR_UVIG_3300045988_088759|3300045988|Ga0495776_011609:29,086-55,885 (+)
HEase_00006 homing (CDS_0033)

MGV-GENOME-0366657:29,347-57,035 (+)
24 HEase_00022 homing (CDS_0028)

IMGVR_UViG_330003043%9_000010|3300030439|Ga0238497_10001:26,121-52,536 (+)
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IMGVR_UViG_3300045988_054058|3300045988|Ga0495776_005311:32,500-67,820 (+)

HEase_00022 homing (CDS_0036)
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IMGVR_UViG_3300045988_077120|3300045988|Ga0495776_005215:32,633-68,079 (+)

HEase_00022 homing (CDS_0036)
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uvig 292895:28,456-64,839 (+)

HEase_00022 homing (CDS_0036)

MGV-GENOME-0366596:27,853-66,050 (+)
HEase_00022 homing (CDS_0031)

—
IMGVR_UViG_3300045988_068769|3300045988|Ga0495776_075650: 28,463-65,506 (+)

HEase_00022 homing (CDS_0035) 39 40 41 42
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IMGVR_UViG_3300029578 000005|3300029578|Ga0245007_100157:31,411-66,098 (+)
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iC|ty0067 RecD/Tra (CDS_0046)

32 36 49 5153 portal protein (CDS_0055) 64
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MGV-GENOME-0373734:28,848-75,043 (+)
PDC-M69A WP_216276383.1 (CDS_0052)
terminase large subunit (CDS_0059)
ShosTA__ShosT (CDS_0057)

tail fiber protein (CDS_0042) ShosTA__ShosA (EDS_0056) 69
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uvig_368428:28,143-80,187 (+)
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DNA, RNA and nucleotide metabolism head and packaging tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene
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