
IMGVR_UViG_3300013426_000002|3300013426|Ga0116649_1000032: 66,008-73,582 (+)

43 44

PDC-S10_WP_152022085.1 (CDS_0045)

46
47

48

phosphoesterase (CDS_0049)
HEase_00016 homing (CDS_0050)

DNA primase (CDS_0051)

52 53 54 55

uvig_161203: 64,098-70,574 (+)

48

uvig_128662: 54,997-62,344 (+)

40

MGV-GENOME-0357619: 51,281-58,798 (+)

34 36

uvig_379124: 64,685-73,799 (+)

HEase_00016 homing (CDS_0049)
52 53 54 57

MGV-GENOME-0366491: 63,426-72,277 (+)

47 50
51

HEase_00016 homing (CDS_0052)

endonuclease (CDS_0057)

MGV-GENOME-0366237: 64,296-72,305 (+)

42 46 HEase_00016 homing (CDS_0047)

IMGVR_UViG_3300045988_082721|3300045988|Ga0495776_003103: 61,059-67,808 (+)

49

uvig_476884: 47,487-54,009 (+)

34

IMGVR_UViG_3300045988_070959|3300045988|Ga0495776_005229: 65,909-73,333 (+)

43 49

uvig_90838: 65,784-73,816 (+)

49 52
HNH endonuclease (CDS_0053)

54

IMGVR_UViG_3300045988_111290|3300045988|Ga0495776_084547: 65,421-72,168 (+)

HEase_00016 homing (CDS_0053)

MGV-GENOME-0359919: 56,976-63,822 (+)

HEase_00016 homing (CDS_0041)

MGV-GENOME-0367221: 67,127-73,651 (+)

53

IMGVR_UViG_3300045988_103153|3300045988|Ga0495776_011935: 65,439-72,220 (+)

HEase_00016 homing (CDS_0053)
HNH endonuclease (CDS_0054)

MGV-GENOME-0368251: 68,281-75,510 (+)

51
HEase_00016 homing (CDS_0052)

tRNA-Undet(NNN)

uvig_309553: 66,042-73,309 (+)

HEase_00016 homing (CDS_0050)

MGV-GENOME-0363952: 61,434-70,283 (+)

48

uvig_171550: 67,769-76,473 (+)

52

IMGVR_UViG_3300045988_063132|3300045988|Ga0495776_004950: 67,760-76,464 (+)

52

MGV-GENOME-0366685: 66,308-73,900 (+)

48 52 53

MGV-GENOME-0333151: 23,046-29,533 (-)

374246

MGV-GENOME-0331147: 21,360-26,923 (-)

3637

uvig_165258: 42,268-48,931 (+)

31

uvig_330882: 19,266-26,185 (-)

3435

MGV-GENOME-0338946: 38,472-45,652 (+)

29 33

MGV-GENOME-0340845: 41,093-47,670 (+)

33

uvig_39978: 16,749-23,548 (-)

HEase_00016 homing (CDS_0027)

MGV-GENOME-0334653: 19,259-25,905 (-)

phosphoesterase (CDS_0033)

IMGVR_UViG_3300045988_096777|3300045988|Ga0495776_084545: 63,836-68,490 (+)

46

IMGVR_UViG_3300045988_099846|3300045988|Ga0495776_056814: 64,506-69,831 (+)

45

uvig_551919: 75,148-80,636 (+)

57 HEase_00016 homing (CDS_0061)

IMGVR_UViG_3300045988_077120|3300045988|Ga0495776_005215: 42,376-71,510 (+)

39 40 41 42 43 47

IMGVR_UViG_3300045988_053980|3300045988|Ga0495776_011565: 64,408-71,556 (+)

48 49 50 53

uvig_227232: 58,613-64,855 (+)

40 41 42

MGV-GENOME-0366596: 65,055-72,085 (+)

49 50 51

IMGVR_UViG_3300030400_000014|3300030400|Ga0238533_10001: 60,947-67,214 (+)

44 45 46

IMGVR_UViG_3300045988_094486|3300045988|Ga0495776_037743: 61,700-69,488 (+)

50 51 52

MGV-GENOME-0360616: 55,846-64,095 (+)

43 44 45

uvig_92980: 31,464-62,923 (+)

34
35

36

Holliday junction resolvase (CDS_0037)

MGV-GENOME-0366717: 66,417-70,851 (+)

49

MGV-GENOME-0336685: 27,641-32,076 (+)

25

MGV-GENOME-4429365: 14,922-31,975 (+)

16 17
tail fiber protein (CDS_0018)

19 20 24

MGV-GENOME-0366748: 43,023-70,901 (+)

41 42 43 48

NC_055869.1: 37,968-66,708 (+)

43

10000 nt

DNA, RNA and nucleotide metabolism other tail unknown function defence (PADLOC) tRNA


