
MGV-GENOME-0315098: 25,965-34,837 (+)
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IMGVR_UViG_3300045988_082209|3300045988|Ga0495776_137699: 25,965-31,478 (+)
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IMGVR_UViG_3300045988_075091|3300045988|Ga0495776_132563: 26,721-32,389 (+)
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IMGVR_UViG_3300045988_072894|3300045988|Ga0495776_124258: 27,295-34,148 (+)
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SAMN09781697_a1_ct4791: 26,104-32,478 (+)
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IMGVR_UViG_3300045988_068368|3300045988|Ga0495776_095052: 23,613-30,313 (+)
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lysis transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


