holin (CDS_0011)
virion structural protein (CDS_0007) endolysin (CDS_OW))
4 5 ) 8 9 \ 12 13 14 phosphofructokinase (CDS_0015)

|
|
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Y ———§ —
IMGVR_UViG_3300045988_083205|3300045988|Ga0495776_084305: 3,578-17,951 (+)

9 endolysin (CDS_0010)

MGV-GENOME-0255924: 3,578-17,468 (+)
structural protein with Ig domain (CDS_0016)
18 17 endolysin (CDS_0015)

IMGVR_UViG_ 3300045988 _101475|3300045988|Ga0495776_176093: 3,654-18,538 (-)
10 11

— E—
uvig_197348:4,541-14,346 (+)
10

MGV-GENOME-0237486:4,541-14,625 (+)
18

—— —
uvig 268218:9,368-18,873 (-)
19 17

I N S S—
Kang_0009_ST002_A_NODE_28_length_38186_cov_110.166164:9,483-18,976 (-)

tail protein (CDS_0010) endolysin (CDS_0012)

MGV-GENOME-0235275:4,541-19,024 (+)

5000 nt i
head and packaging lysis other tail unknown function
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