
uvig_246256: 18,534-30,369 (+)

tail protein
23 24

tail protein (CDS_0025)
26 27 28 29 30 31 32 33

MGV-GENOME-0215698: 18,453-30,784 (+)

27 28 29 30 31 32

MGV-GENOME-0237574: 18,140-32,261 (+)

28 29 30
endolysin (CDS_0031)

32 33 34 35 36 37

MGV-GENOME-0227716: 19,067-32,878 (+)

28
MTase_II_00173 Type (CDS_0029)

30 31 32 33 34 35

MGV-GENOME-0237242: 18,497-34,755 (+)

26 27
endolysin (CDS_0028)

29

BstA abortive infection system (CDS_0030)

31 32 33 34 35 36 37

MGV-GENOME-0230811: 18,491-33,475 (+)

26 27
endolysin (CDS_0028)

PDC-S05_WP_181573034.1 (CDS_0029)

30 31 32 33 34 35 36

MGV-GENOME-0193701: 18,857-26,874 (+)

32

uvig_556142: 18,229-27,218 (+)

29 30 31

MGV-GENOME-0193526: 18,119-26,841 (+)

27

MGV-GENOME-0230605: 18,380-33,433 (+)

25 26
endolysin (CDS_0027)

PDC-S05_WP_181573034.1 (CDS_0028)

29
VCA0356 (CDS_0030)

31 32 33

MGV-GENOME-0218693: 18,359-31,222 (+)

26 27
endolysin (CDS_0028)

PDC-S05_WP_181573034.1 (CDS_0029)

30 VCA0356 (CDS_0031)

MGV-GENOME-0231631: 18,161-33,640 (+)

26 27
endolysin (CDS_0028)

PDC-S05_WP_181573034.1 (CDS_0029)

30
VCA0356 (CDS_0031)

32 33 DarB-like antirestriction (CDS_0034)

MGV-GENOME-0244068: 18,481-32,415 (+)

30 31
endolysin (CDS_0032)

33

BstA abortive infection system (CDS_0034)
35

36 37 terminase small subunit (CDS_0038)

MGV-GENOME-0209132: 17,137-29,288 (+)

27 28 29
endolysin (CDS_0030)

31 32 33 34

MGV-GENOME-0205837: 17,696-28,826 (+)

28 29 30
endolysin (CDS_0031)

32 33

MGV-GENOME-0262448: 20,651-38,876 (+)

33 34

endolysin (CDS_0035)
SoFic__SoFic (CDS_0036)

37 38 39 40 41

queuine tRNA-ribosyltransferase (CDS_0042)

43

Dpd__QueD (CDS_0044)
Dpd__QueE (CDS_0045)

Dpd__FolE (CDS_0046)

terminase small subunit (CDS_0047)

MGV-GENOME-0244337: 17,186-32,703 (+)

26 27
endolysin (CDS_0028)

29 30 31

queuine tRNA-ribosyltransferase (CDS_0032)

33

Dpd__QueD (CDS_0034)
Dpd__QueE (CDS_0035)

Dpd__FolE (CDS_0036)

terminase small subunit (CDS_0037)

MGV-GENOME-0272340: 17,952-39,081 (+)

28 29
endolysin (CDS_0030)

31

BstA abortive infection system (CDS_0032)

33 34 35
terminase large subunit (CDS_0036)

37 38 39 40 41 42 43

8000 nt

head and packaging moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)


