major tail protein Rha-like transcriptional regulator (CDS_0018)
‘tail length tape measure protein (CDS_0012) 19 Sak4-like ssDNA annealing protein (CDS_0024)
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MGV-GENOME-0214880:4,833-18,492 (+)
Rha-like transcriptional regulator (CDS_0015)
16
8 major tail protein (CDS_0009) 1314 T17 18
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MGV-GENOME-0178187:3,887-15,859 (+)

Rha-like transcriptional regulator (CDS_0015)
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MGV-GENOME-0218978:4,243-16,610 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0022)
PDC-M64C_WP_110053925.1(CDS_0018) CllI-like regulator (CDS_0023)
integrase (CDS_0020) 25 27
head protein (CDS_0015) 16 17 | 19 21 ‘ 24 | 26] 28

OTU.3723.4,910 23,494 (1)
capH (CDS_0019) 22
15 16 17 18| 2021 [2324

MGV-GENOME-0211033:4,911-21,385 (+)
capH (CDS 0018) 21
14 15 16 17 1920 [2223

MGV-GENOME-0203153:4,243-19,996 (+)

endolysir&DS_OOZO)
major tail protein (CDS_0015) holin (CDS_0022) capH (CDS_0026) 29
13 16 17 1819 | 21 [ 23 24 25] 2728 3031

MGV-GENOME-0230272: 4,243-24,831 (+)

endolysin (CDS_0020) capH (CDS_0026) 29
15 16 17 1819 | 21 22 23 24 25| 2728 [3031
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MGVR_UViG_3300045988_120632|3300045988|Ga0495776_145085:4,833-24,831 (+)

RelE-like toxin (CDS_0018)
endolysin (CDS_0020)
holin (CDS_0022) capH (CDS_0029) 32
head protein (CDS_0015) 16 17 | 217 23 24 25 26 27 28] 3031 [3334
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OTU_3357:4,832-25,689 (+)
RelE-like toxin (CDS_0015)
endolysin (CDS_0017) ~ PD-Lambda-3_PD-Lambda-3_A (CDS_0023)
"holin (CDS_0019) capH (CDS_0028) 31
14 |16 | 18] 20 2122 24 25 26 27| 2930 [3233

I
é%

OTU_3281:4,834-26,085 (+)
RelE- Ilketoxm(CDS 0018)

endolysm (CDS_0020) capH (CDS_0026)
“holin (CDS_0022) 29
head protein (CDS_0015) 16 17 | 19 | 21 | 23 24 25| 2728[3031

OTU_3679:4,832-23,675 (+)
RelE- I|ketoxm(CDS 0018)
endolysm (CDS_0020)
" holin (CDS_0022) capH (CDS_0026) 29
19 | 21 23 24 25] 2728 [3031

head protein (CDS_0015) 16 17

l
\
-
|
\

OTU_3647:4,910-24,054 (+)

PDC-M64C_WP_110053925.1 (CDS_0018) capH (CDS_0024)
endolysin (CDS_0020) 27
15 16 17 | 19 [ 21 22 23| 2526[2829
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MGV-GENOME-0220576:4,910-23,112 (+)

endolysin (CDS_0018) capH (CDS_0025)

holin (CDS_0020) 28 30
head protein (CDS_0015) 16 17 | 19 [ 21 22 23 24| 2627]29[3132
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uvig 542774:4,910-24,676 (+)

8000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
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defence (DefenseFinder) defence (PADLOC) tRNA
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