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2 RM.Type_Il_Type_Il_MTases FAM_2 (CDS_0004)
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PDC-M11B_WP_204471233.1 (CDS_0051)
52 53 54 55 56 57 58  tRNA-Arg(CCG)
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MGV-GENOME-0336436:35,173-43,713 (+)

32 35 38 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0039) 44

MGV-GENOME-0206968:21,813-29,218 (+)
56 RM_Type_ll_Type_|l_MTases_FAM_2 (CDS_0057)
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IMGVR_UViG_3300045988_036865|3300045988|Ga0495776_019012:39,878-47,921 (+)
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MGV-GENOME-0304963:40,012-48,180 (+)
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MGV-GENOME-0303065: 39,437-47,546 (+)
35 RM_Type_Il_ Type_II_MTases_FAM_2 (CDS_0036)
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o
oo
o
el

;

uvig_257168:40,395-48,862 (+)
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IMGVR_UViG_3300045988_051981|3300045988|Ga0495776_028248:40,589-48,516 (+)
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MGV-GENOME-0255847:28,929-35,483 (+)
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MGV-GENOME-0251739:28,817-36,387 (+)
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MGV-GENOME-0286860: 35,273-42,935 (+)
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MGV-GENOME-0307848:40,589-48,516 (+)
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IMGVR_UViG_3300045988_017539|3300045988|Ga0495776_184997:35,161-43,100 (+)
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IMGVR_UViG_3300045988_068235|3300045988|Ga0495776_146967:40,095-47,741 (+)
69 DS-15_DS-15A (CDS_0070)
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w
~N

<
@
<
el
C
<
@)
w
W
o
o
o
=
o
0
@
[ee]
o
N
N
o~
i
S
wW
w
o
o
o
g
w
el
[os]
(s3]
o
©
o
=
~O
w
~
~
o~
=
(o8
(o3
o
=S
[N
w
o

5

o~
[oN
IS
N
IS
~
[N
Nl

| 769 (+)

S
o

@

MGV-GENOME-0315242:30,045-37,871 (+)
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uvig 254867:28,483-36,322 (+)
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MGV-GENOME-0250115:27,886-35,455 (+)
57 58

MGV-GENOME-0331426:35,564-43,306 (+)
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uvig 464082:40,504-48,156 (+)

55 60

IMGVR_UViG_3300045988_022175|3300045988|Ga0495776_132631:35,930-43,797 (+)
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MGV-GENOME-0250097: 28,538-36,108 (+)
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MGV-GENOME-0251653:28,794-36,368 (+)
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IMGVR_UViG_3300045988_011188|3300045988|Ga0495776_178673:35,433-43,274 (+)
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IMGVR_UViG_3300045988_054898|3300045988|Ga0495776_177696:39,479-47,340 (+)
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56 5758

MGV-GENOME-0304493:35,560-42,962 (+)
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IMGVR_UViG_3300045988_030274|3300045988|Ga0495776_029604: 38,874-46,598 (+)
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uvig_148621:40,761-48,160 (+)
64 65

MGV-GENOME-0307670:41,041-48,452 (+)
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MGV-GENOME-0308786:41,383-48,832 (+)
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MGV-GENOME-0306970:40,498-48,216 (+)
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MGV-GENOME-0231284: 25,209-32,926 (+)
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MGV-GENOME-0309543: 41,247-48,843 (+)
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uvig_90034:30,545-37,848 (+)

64 DS-15_DS-15A (CDS_0065)

_ :40,553-47,108 (+)
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MGV-GENOME-0303968:40,215- 47 355 (+)
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MGV-GENOME-0298496: 39,206-46,220 (+)
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uvig 252193:40,230-48,245 (+)
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MGV-GENOME-0317104:37,995-45,913 (+)
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MGV-GENOME-0198227:20,296-27,659 (+)
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IMGVR_UViG_3300045988_040657|3300045988|Ga0495776_185160:40,850-48,429 (+)
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MGV-GENOME- 0187616 18,492-25,860 (+)
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uvig 331869:29,189-36,851 (+)
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MGV-GENOME- 0316585 41,504-48,866 (+)
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29 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0030)
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uvig_94898:13,720-20,173 (+)
67 RM_Type_ll_ Type_ll_MTases_FAM_2 (CDS_0068)
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IMGVR_UViG_3300045988 034880|3300045988|Ga0495776_134295:41,724-48,743 (+)
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uvig_52960: 14, 365 19 998 (+)

67 68

MGV-GENOME- 0311745 41,418-47,451 (+)
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head-tail adaptor (CDS_0002)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0079) 80 81 terminase large subunit (CDS_0001)
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IMGVR_UViG_ 3300029621 _000143|3300029621|Ga0245126_1000612:48,931-56,308 (+); 1-2,073 (+)

RM _Type_ll_Type_ll_MTases_FAM_2 (CDS_0066) 67 68
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IMGVR_UViG_3300023545_000011|3300023545|Ga0257041_100480:41,061-48,424 (+)
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uvig_485398: 68 545- 74 446 (+); 1-2,070 (+)
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MGV-GENOME- 0307230 41,511-48,939 (+)
RM _Type_lI_Type_ll_MTases_FAM_2 (CDS_0057)

IMGVR_UViG_3300045988 _009464|3300045988|Ga0495776_172243:36,992-44,190 (+)
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MGV-GENOME-0231902: 26,791-33,695 (+)
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uvig 494618:38,264-45,154 (+)
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uvig 42623:14,346-20,611 (+)

MGV-GENOME-0303159: 37,663-44,826 (+)

MGV-GENOME-0189449:19,243-26,162 (+)

T S —
MGV-GENOME-0317069:30,671-37,685 (+)
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MGV-GENOME-0205182:21,674-28,903 (+)
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MGV-GENOME-0268983: 33,172-40,079 (+)
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MGV-GENOME-0225689: 25,370-31,925 (+)
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IMGVR_UViG_3300045988_054533|3300045988|Ga0495776_178387:39,806-45,755 (+)
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IMGVR_UViG_3300045988_033280|3300045988|Ga0495776_029988:39,764-47,511 (+)
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MGV-GENOME-0241409:27,067-35,413 (+)
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uvig 162817:43,731-51,999 (+)
hosphoadenosine phosphosulfate reductase (CDS_0070)
ParB-like partition protein (CDS_0067) 68 69 71
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MGV-GENOME-0308603:31,238- 39 423 (+)
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IMGVR_UViG_3300045988_038901|3300045988|Ga0495776_018672:39,986-48,192 (+); 1-2,070 (+)
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ivig_1864:62,664-70,641 (+)
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MGV-GENOME-0198601:19,954-27,134 (+)

60 61 62 63 66 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0067)

IMGVR _UViG_3300045988 057563|3300045988|Ga0495776_097366:40,002-48,064 (+)
54 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0057) 58 59 60
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MGV-GENOME-0299433:37,273-46,468 (+)
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DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function
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