nucleoside triphosphate pyrophosphohydrolase (CDS_0043)

RNA polymerase beta subunit (CDS_0046)
HNH endonuclease (CDS_0047)
AbiN_AbiN (CDS_0049)
48 50 51

Sak4-like ssDNA annealing protein (CDS_0037)
38 39 DNA primase (CDS_0040) 41 42

44 45 ‘

IMGVR_UViG_3300008333_000076|3300008333|Ga0115302_100308: 24,030-34,070 (+)
34 Sak4-like ssDNA annealing protein (CDS_0035) nucleoside triphosphate pyrophosphohydrolase (CDS_0041)

IMGVR_UViG_7000000052_000139|7000000052|SRS042643 WUGC scaffold_66123:22,426-33,830 (+)
DNA primase (CDS_0038)
DNA primase (CDS_0039) nucleoside triphosphate pyrophosphohydrolase (CDS_0042)

|
IMGVR_UViG_3300006564_000031|3300006564|Ga0100366_100503: 22,401-33,884 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0025)
24 HNH endonuclease (CDS_0028) 33
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 al  vs1:8,841-20,252 (+)

IMGVR_UViG_3300008362_000027|3300008362|Ga0115107_100289: 23,486-33,428 (+)

N e I
34
[y I N S 0
SRS016133_al_ct23368 vs1:21,067-30,732 (+)
41 47 48
0 0 N I

-
SRS020400_a1 ct58845:25,435-35424 (+)

41 42
e — ]

IMGVR_UViG_3300007976_000166|3300007976|Ga0114368_100102|2800-36686: 24,353-33,885 (+

41 42

N S — e ——— ) . >/ | I
IMGVR_UViG_7000000600_000217|7000000600|SRS016002_ WUGC_scaffold_28266|2-32567: 21,801-32,564 (+)

17 18 24 25 26 27

I I O /' § P/ ] I

SRS020220_a1 _ct34938 _vs1:11,981-22,775 (+)

40 43 44 45 46 PDC-542_WP_165601015.1 (CDS_0049)

IMGVR_UViG_3300045988_068126|3300045988|Ga0495776_145757:24,421-34,722 (+)

40 41 42 HNH endonuclease (CDS_0045)

SRS018679_al ct17662:24,672-34,558 (+)

34 RNA polymerase beta subunit (CDS_0037)

SRS024580_a1_ct23499 vs01:21,219-29,776 (+)
PDC-542_WP_165601015.1 (CDS_0041)

SRS147380_al ct24644 vs1:29,219-32,985 (+)
4000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




