endolysin (CDS_0022) capH (CDS_0027) Sak4-like ssDNA annealing protein (CDS_0036)
tail protein (CDS_0018) 19 20 21 23 24 25 26 282930 3132 3334 35 37

] T — 1 — —
IMGVR_UViG_3300006566_000025|3300006566|Ga0100365_1000290: 12,353-26,340 (+)
capH (CDS_0026)
23 25 272829 3031 DNA helicase

IMGVR_UViG_3300007976_000166|3300007976]Ga0114368_100102|2800-36686: 12,122-26,095 (+)
capH (CDS_0035)

34 363738 3940
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SRS058336_al_ct22950_vs1:26,360-32,658 (+)
capH (CDS_0025) Sak4-like ssDNA annealing protein (CDS_0035)
16 endolysin (CDS_0021) 24 262728 2930 33 37

L e e —— e
IMGVR_UVIG. 7000000600, 0002 17| 7000000600/SRS016002 WUGC. scaffold. 28266|2-32567 11,744-26360 (1)
capH (CDS_0026) 29
20 21 holin (CDS_0022) 25 27287 303132

I N
IMGVR _UViG_3300045988 068126|3300045988|Ga0495776_145757:12,289-26, 160( )
UmuD-like protein (CDS_0026)

anti-repressor (CDS_0028)
19 20 27 29

SRS018679_al ct17662:12,361-26,401 (+)
capH (CDS_0010)
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9 11 ] 1314 15
HCEECHOXIPDLD O )
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SRS143088_al_ct23943_vs1:4,485-10,583 (+)
capH (CDS_0028)
30
20 21 25 27 2971313233
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IMGVR_UViG_3300008333_000076|3300008333|Ga0115302_100308: 14,530-25,772 (+)
endolysin (CDS_0020) 28

19 21 holin (CDS_0022) 25 26 27T293O 31

IMGVR_UViG_3300006564 000031|3300006564/Ga0100366_100503: 12,122-25,507 (+)
28
25 26 27293031

IMGVR_UViG_7000000052_000139|7000000052|SRS042643_ WUGC _scaffold_66123: 12,122-27,118 (+)
Retron_VI_HTH (CDS_0031)

34
33
30 32] 3536
NSy B S W b, O, E— T,

IMGVR_UViG_3300008556_000159|3300008556|Ga0111059_100074|39385-75575: 23,488-29,374 (+)
UmuD-like protein (CDS_0028)
anti-repressor (CDS_0030)
endolysin (CDS_0021) 24FS_Sma_ Sma (CDS_0027) 29 3132

%
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SRS020400_al_ct58845: 14,547-27,177 (+)
Retron_VI_HTH (CDS_0027)
30
26 28 29[ 31

%

SAMN11031318_a1_ct2528:12,372-25,712 (+)

holin (CDS_0022)
endolysin (CDS_0020)
23

14 tail length tape measure protein (CDS_0015) 19 21 24 25 26 27

e~ ——— . —————
SRS147380_al ct24644 vs1:8,695-25,047 (+)
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— L]

tRNA




