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IMGVR_UViG_3300006564_000031|3300006564|Ga0100366_100503:8,691-19,545 (+)
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19 21 23

e S ) R S S—
IMGVR_UViG_7000000052_00013%|7000000052|SRS042643 WUGC _scaffold_66123:8,691-19,545 (+)
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IMGVR_UViG_3300045988 068126|3300045988|Ga0495776_145757:8,858-20,247 (+)
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SRS143088 _al ct23943 vs1:27,812-39,496 (+)
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IMGVR_UViG_3300008333_000076|3300008333|Ga0115302_100308:8,910-19,811 (+)
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IMGVR_UViG_3300007976_000166|3300007976|Ga0114368_100102|2800-36686:8,709-19,934 (+)
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IMGVR_UViG_7000000600_000217|7000000600|SRS016002_WUGC _scaffold_28266|2-32567:8,709-18,592 (+) -

endolysin (CDS_0021) translation elongation factor (CDS_0027)
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SRS058336_a1_ct22950_vs1:8,709-26,497 (+)
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IMGVR_UViG_3300008556_000159|3300008556|Ga0111059_100074|39385-75575:8,662-23,625 (+)
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