anti-Thoeris (APIS045) (CDS_0038)
DNA polymerase processivity factor ~ HNH endonuclease (CDS_0040)

| 32 333435 36 37 | 39 41 42 43 44 45 46 47 48 49
Caaac T HC A aach——C

MGV-GENOME-0354571:33,104-39,386 (+)
Tad2 anti-Thoeris (AP1S029) (CDS_0037)
36 39 40 41

;
I
-

) — —— " ] ] ] I
MGV-GENOME-0356908: 32,306-37,930 (+)
anti-Thoeris (APIS045) (CDS_0034)
SspD_00001 SspD (CDS_0030) pVip-near-kinase Viperins (CDS_0033)
DNA polymerase processivity factor (CDS_0025) 31 32 \ 35 36 37 38

OTU_413:20,681-30,156 (+)
anti-Thoeris (APIS045) (CDS_0041)
pVip-near-kinase Viperins (CDS_0040)
replication initiation protein (CDS_0029) 32 33 34 37 38 39 \ 42 43 44 45

S — E— —
IMGVR_UViG_3300045988_156089|3300045988|Ga0495776_136795:29,582-39, 651( )

37 38 39 40 41 46
Gdac IC ICC S Iaac a1

MGV-GENOME-0354233: 34,042-39,641 (+)
SspD_00001 SspD (CDS_0039)
38 40 41 42 43 45

!#

MGV-GENOME-0353044: 32,012-40,149 (+)
RM_Type_Il_Type_ll_MTases_FAM_2 (CDS_0038)
37 39 40 41 42 43 44 46 47

N S | s —
IMGVR_UViG_3300045988_159848|3300045988|Ga0495776_008708: 32,015-38,034 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0037)
36 38 39 40 41

A S 11—
IMGVR_UViG_3300045988_155366|3300045988|Ga0495776_136693:32,350-39,483 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0039)
36 37 38 40 41 42 43

— S —
MGV-GENOME-0354164: 33,349-39,890 (+)

RM_Type_Il_Type_Il_MTases FAM_2 (CDS_0039)
34 35 36 37 38 40 44 42 43

3
!%

MGV-GENOME-0353154:30,133-36,971 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0040)
36 37 38 39 41 42 43 44 48

IMGVR _UVIG_3300045988_163957|3300045988|Ga0495776_005980: 34,174-41,163 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0041)
36 37 38 39 40 42 43 44 45 46 47 53

IMGVR_UViG_3300045988_159876|3300045988|Ga0495776_136931:34,234-42,386 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




