
uvig_292913: 33,761-39,495 (+)

single strand DNA binding protein
RusA-like Holliday junction resolvase (CDS_0045)

46 47 48 49
DnaD-like helicase loader (CDS_0050)

51 52 53 54 55 56 57 58 59 60

SAMN00791959_a1_ct27220_vs1: 31,528-37,613 (+)

42 DnaD-like helicase loader (CDS_0044) 46 47 48

IMGVR_UViG_3300045988_094254|3300045988|Ga0495776_005698: 32,976-39,340 (+)

48
DnaD-like helicase loader (CDS_0049)

51 52 53 54 55 56 60

IMGVR_UViG_3300045988_111067|3300045988|Ga0495776_018223: 32,639-38,911 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)
44 50 51 52 53 54 55

uvig_32682: 32,639-38,911 (+)

50 51 52 53 54 55

IMGVR_UViG_3300030381_000063|3300030381|Ga0167499_1000628: 32,534-39,248 (+)

50 51 52 53 57

SAMN06164608_a1_ct15215_vs1: 31,591-38,196 (+)

46 47 51 52 53 54 55 56 57

uvig_537696: 31,646-38,247 (+)

46 50 51 52 53 54 55 56

uvig_36800: 34,385-41,386 (+)

57 58 59 60 61 62 63

MGV-GENOME-0253510: 30,022-37,023 (+)

49 50 51 52 53 54 55

MGV-GENOME-0260201: 31,845-38,167 (+)

50 51 52 53 54

IMGVR_UViG_3300045988_097264|3300045988|Ga0495776_026349: 31,700-39,620 (+)

51 52 53 54 55 56 58 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0059)

IMGVR_UViG_3300029122_000017|3300029122|Ga0168799_1000542: 32,667-36,248 (+)

47

3000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder) anti-defence (dbAPIS)


