
Shkoporov_2019_SRR9161606_NODE_6_length_153353_cov_10.114835: 39,578-69,006 (+)
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MGV-GENOME-0376678: 44,674-70,171 (-)
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uvig_201679: 44,033-69,918 (-)
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MGV-GENOME-0376719: 38,262-65,793 (+)
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MGV-GENOME-0376550: 40,327-67,107 (+)
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MGV-GENOME-0375710: 41,024-68,877 (+)
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MGV-GENOME-0376618: 43,861-71,882 (-)
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MGV-GENOME-0375824: 61,139-88,755 (+)
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DNA, RNA and nucleotide metabolism tail unknown function defence (PADLOC)


