anaerobic ribonucleoside reductase large subunit (CDS_0056)
dUTPase (CDS_0052) guanylate kinase (CDS_0060)
endolysin (CDS_0051) HNH endonuclease (CDS_0058)
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uvig 167224:69,287-77,835 (+)
49 50 54 56 57 58
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MGV GENOME 0376306: 69,444-78 844 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0065) anaerobic ribonucleoside reductase large subunit (CDS_0067)
63 64 homing endonuclease (CDS_0066) \
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Shkoporov 2019_SRR9161606_NODE _6 Iength 153353 _cov_10. 114835 69,470-80,6083 (+)
61 62 63 homing endonuclease (CDS_0064) 65

MGV GENOME-0375231:70,597-81,730 (+)
61 62 63 homing endonuclease (CDS_0064) 65

MGV-GENOME-0376719:67,583-77,859 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0042)
44 43 \ 41 36

MGV-GENOME-0376678:34,686-42,885 (-)

anaerobic ribonucleoside reductase large subunit (CDS_0057)
55 56 [ 58

MGV-GENOME-0376651:68,719-76,918 (+)
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