
MGV-GENOME-0376651: 76,571-87,883 (+)

63 64 65
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0066)

DNA methyltransferase (CDS_0067)

68 69 70 71 72 polymerase (CDS_0073)
HNH endonuclease (CDS_0074)

phosphatase (CDS_0075)

MGV-GENOME-0374502: 96,696-108,247 (+)

DNA polymerase (CDS_0103)

MGV-GENOME-0376678: 24,294-35,033 (-)

DNA polymerase (CDS_0030)31

MGV-GENOME-0375231: 81,723-92,404 (+)

76 77

MGV-GENOME-0375710: 79,718-91,714 (+)

69
oMTase_00023 orphan (CDS_0071)

72

MTase_II_00174 Type (CDS_0073)

75 76

MGV-GENOME-0375824: 97,893-108,623 (+)

96 97 oMTase_00023 orphan (CDS_0101)
DNA methyltransferase (CDS_0102)

MTase_II_00157 Type (CDS_0104) HNH endonuclease

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


