129 131
128 [ 130 | 132 133 134

137 150
135 136 | 138139 140 141 142143 144 145 146 147 148149 | 151 152

— 11—
MGV-GENOME-0376719:121,720-136,581 (+)

133 144
132 | 134 135 136137 138 139 140 141 142 143 [ 145 146 150

L ——
uvig_167224:123,137-136,848 (+)
132 142
128 131 133 134 135136 137 138 139 140 141 | 143 144 147

154
153 [ 155 156

157 158

I S N S S I
MGV-GENOME-0376306: 123,606-136,051 (+)
140 142
134 136 137 138 139 | 141 | 143

N N N N N N E— I
SAMEA1906581 al ct92899: 126,328-137,380 (+)
141 143
137 138 139 140 | 142 | 144

O S SN S S S N SE— —-—— -
MGV-GENOME-0376033:127,990-137,733 (+)

120
112 113 114 116117 119 [ 121122 123 124 125126 127 128

3 1 1 1 1 ]
MGV-GENOME-0375710:117,356-128,135 (+)
I 5000 nt {
unknown function

N

159 160




