tRNA-His guanylyltransferase (CDS_0182)
176 HNH endonuclease (CDS_0185)
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uvig_593836:148,520-154,840 (+)
anti-repressor (CDS_0145)
anti-repressor Ant (CDS_0146) HNH endonuclease (CDS_0140)
152 151150 149 148 147 144 143 142 141 139 138 135 134 133132131 130
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Shkoporov_2019 SRR9161606_NODE _6_length 153353 _cov_10.114835:127,830-138,754 (-)
HNH endonuclease (CDS_0133)
anti-repressor Ant (CDS_0130)
128 129 131 132 134 135 138 139 140 141
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MGV GENOME-0376717: 129 060-138,052 (+)
HNH endonuclease (CDS_0129)
136135 134 133 132 131 130 128 127
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MGV-GENOME-0375231:121,983-130,459 (-)

HNH endonuclease (CDS_0154)
anti-repressor Ant (CDS_0157)
158 156 155 153 152 147 146
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GV-GENOME-0376306: 131,071-140,669 (-)

HNH endonuclease (CDS_0006)
anti-repressor Ant (CDS_0009)
10 8 7 5 4 3
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GV-GENOME-0375824: 1-5,512 (-); 146,217-149,757 (-)
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HNH endonuclease (CDS_0129)
122 123 124 125 126 127 128 130 131 138
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GV-GENOME-0376678:126,506-136,971 (+)
HNH endonuclease (CDS_0132)
anti-repressor Ant (CDS_0126) 130
125 127 128 129 [131 133 134 139
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GV-GENOME-0376618: 126,769-137,495 (+)
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HNH endonuclease (CDS_0163)
174 173172 171170 169 168 167 166 165 164 162 161 156
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MGV-GENOME-0376719:131,388-143,421 (-)

anti-repressor Ant (CDS_0139)
146 145144143 142141 140 138 137 136 135 134
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MGV GENOME-0375710: 123 809-134,829 (-)
anti-repressor Ant (CDS_0163)

165 164 162
gaoc i ra@e— e LD
MGV-GENOME-0376550:132,272-138,136 (-)
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