RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0121)
114 115 116 117 118 119 120 \ 122 123 124 125 126 127 128 129

MG\/ GENOME-0876550: 115,861-122,079 (+)
109 110 111 112 113 RM_Type_Il_Type_|l_MTases_FAM_2 (CDS_0114)

MGV GENOME-0376306: 115,016-122,282 (+)
HNH endonuclease (CDS_0172)
174 173 RM _Type_ll_Type_|l_MTases_FAM_2 (CDS_0171) 167

MGV-GENOME-0376618: 145,501-152,382 (-)
HNH endonuclease (CDS_0135)
137 136 RM_Type_|I_Type_ll_MTases_FAM_2 (CDS_0134)

N S
uvig 201679:125,464-132,216 (-)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0174)
176 175 173 170 169

1
l
|
!
\
\
|

MGV GENOME-0376678:146,899-153,087 (-)
108 109 RM_Type_ll_Type_ll_MTases_ FAM_2(CDS_0110)

MG\/ GENOME-0876651:115,597-121,942 (+)

DNA methyltransferase (CDS_0112)
105 109 110 113 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0114)

i

uvig_167224:116,275-122,967 (+)
114 119 120 121

MGV-GENOME-0375231:117,449-121,796 (+)
2000 nt {
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder)
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