
MGV-GENOME-0376618: 18,565-32,396 (+)

Dda-like helicase (CDS_0022)
23 LigA (VF1220) (CDS_0024)

phosphatase (CDS_0025)
HNH endonuclease (CDS_0026)

polymerase (CDS_0027)
HNH endonuclease (CDS_0028)

29 30 DNA polymerase (CDS_0031)
MTase_II_00157 Type (CDS_0032)

DNA methyltransferase (CDS_0033)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)

Shkoporov_2019_SRR9161606_NODE_6_length_153353_cov_10.114835: 84,498-100,753 (-)

cas12f2_V-F_2 (CDS_0084)
transposase (CDS_0085)

HNH endonuclease (CDS_0086)

87HNH endonuclease (CDS_0091)
RecJ-like ssDNA exonuclease (CDS_0093)
94

MGV-GENOME-0376678: 16,152-27,064 (+)

18 19 cas12f2_V-F_2 (CDS_0021) LigA (VF1220) (CDS_0024)

uvig_167224: 85,700-95,700 (-)

LigA (VF1220) (CDS_0075)
HEase_00004 homing (CDS_0076)

MGV-GENOME-0375824: 106,590-116,469 (-)

110112113LigA (VF1220) (CDS_0114)

uvig_201679: 15,844-25,724 (+)

LigA (VF1220) (CDS_0025)
HNH endonuclease (CDS_0026)

NAD-dependent DNA ligase (CDS_0027)

MGV-GENOME-0376651: 84,660-95,561 (-)

LigA (VF1220) (CDS_0076)UG17 (CDS_0080)82

MGV-GENOME-0375710: 88,943-97,935 (-)

LigA (VF1220) (CDS_0083)

6000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


