155 156 157 158 159 160 161 162 163 164 165 166 167

MGV-GENOME-0376678:142,828-147,886 (+)
125 124 123 122 121

MGV-GENOME-0376651:121,112-126,170 (-)
129 128 126 125 124 123

MGV-GENOME-0376306:121,487-125,371 (-)
154 155 156
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MGV-GENOME-0376618:141,685-145,945 (+)
134
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SAMEA1906581 a1l ct92899:125,871-129,243 (-)

135

MGV-GENOME-0376033: 126,160-129,595 (-)
138 137 135 134 133 132 131 130 125 124 123 122

MGV-GENOME-0376550:119,266-126,174 (-)
22 24 25 26 27 28 29
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uvig_593836:9,130-15,919 (+)
125 124 123 120 119 114

I
MGV-GENOME-0375231:118,720-124,702 (-)
2000 nt 1

unknown function
N



