19 20 21 22 23 24 25 26 27 28 29 30 31

!

uvig_582325:22,787-28,785 (+)
transcriptional repressor (CDS_0026)
24 27 31

!

MGV GENOME-0282450: 22,335-28,827 (+)
25 26 31 32

E

SAMNO9781724 a1l ct14641 vs1:22,654-29,274 (+)

uvig 171720:22,024-28,058 (+)
24 transcriptional repressor (CDS_0026) 30

!

IMGVR UViG_3300045988_106070|3300045988|Ga0495776_112291:21,930-27,894 (+)

I —— ——— — — ]
uvig_593244:22,934-29,364 (+)
24

!

SAMEA2737829 al_ct80525:21,854-28,059 (+)
25 30 31 32 33 38 39 40

%

uvig_587894:23,277-30,357 (+)
24 26 27 34

T — I — —— [ —— & — — 1 — ;& — T — ;& |
MGV-GENOME-4418758:22,266-29,223 (+)

2000 nt {
integration and excision transcription regulation unknown function




