anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0047)
RusA-like Holliday junction resolvase (CDS_0043)
DnaD-like helicase loader (CDS_0045) phosphofructokinase (CDS_0056)
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MGV-GENOME-0282998:30,762-39,216 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047) 48 49 50 51 52 53

N A
MGV-GENOME-02819583:30,762-39. 020( )
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0048)
DnaD-like helicase loader (CDS_0046)
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MGV-GENOME- 0281813 31,572-38,991 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049)
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MGV-GENOME-0281086:31,788-41,104 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0049)
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uvig 171720:31,788-41 024( )
anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0045)
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MGV-GENOME-0282261:30,207-39,142 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0045) 46 47 48 49 50
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MGV-GENOME-0282450:30,207-39,174 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0050) 51 52 53 54 55 56 57
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SAMNO9781777 _al _ct130980_vs1:31,068-39,340 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0050) 51 52 53 54 55 56
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uvig _587894:31,068-39,099 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0050)
51 52 53 54 55 HNH endonuclease (CDS_0060) 61
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uvig_582325:82,769-42,219 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0050) 51 52 53 54 55 56 57 58 60
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SAMNO9781724 a1l ct14641 vs1:31,540-39,962 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049) 50 51 52 53 54

uvig_593244:31,570-38,817 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0051)
radical SAM domain protein (CDS_0057)
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IMGVR_UViG_3300045988_088042|3300045988|Ga0495776_094722:30,566-41,705 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0051)
radical SAM domain protein (CDS_0056)
49 50 52 53 54 55 57

e
SAMEA2737829_al_ct30525:30,566-41,586 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047) radical SAM domain protein (CDS_0053)
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MGV-GENOME-4418758:30,110-40,617 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0048)
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\MGVR UViG_3300045988_106070|3300045988|Ga0495776_112291:29,068-38,667 (+)
4000 nt !
DNA, RNA and nucleotide metabolism other unknown function anti-defence (dbAPIS)
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