phosphofructokinase (CDS_0056)
55 57 58 59 60 61 62 63 64

.
|
|
|

MGV-GENOME-0281813:37,761-42,603 (+); 1-3,659 (+)
58 59 60 61

—
MGV-GENOME-0281953:37,790-42,628 (+)
55 56 57 58

]
MGV-GENOME-0282450: 37,943-42,718 (+)
60 63 64 65 66

SAMNO9781724 a 1_ct1464m 1:38,863-43,510 (+); 1-3,689 (+)
62 63

I _—
SAMEA2737829_al _ct30525:39,048-42,877 (+)
HNH endonuclease (CDS_0062) 63 64 65 66 67

— T R S — — — — —
uvig_587894:37,869-43,310 (+)

58 59 60 61

— _—
MGV-GENOME-4418758:37,974-41,962 (+); 1-3,671 (+)
HNH endonuclease (CDS_0060) 61 62 3

uvig_582325:39,083-43,120 (+); 1-3,973 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function
I




