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MGV-GENOME-0281813:25,953-30,986 (+)
transcriptional repressor (CDS_0026) 33 34

MGV-GENOME-0281953:25,953-30,986 (+)
27 32 33 36

uvig_171720:26,576-30,276 (+)
retron_type_VI_hth_cluster2_1 (CDS_0037)
Retron_VI_HTH (CDS_0036)
29 30 33 34 35 \ 38

SAMEA2737829_al_ct30525:26,214-30,984 (+)
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uvig 582325:26,870-31,412 (+)
33 34 35 36 39 41 exonuclease (CDS_0042) 43 44
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IMGVR_UViG_3300045988_106070|3300045988|Ga0495776_112291:25,926-32,225 (+)
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SAMNO9781724 al ct14641 vs1:23,954-30,436 (+)
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DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)




