
uvig_330548: 1-2,787 (+)
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DNA binding protein (CDS_0002)

3 4 5 6 7

uvig_30021: 11,325-17,086 (-)

DNA methylase (CDS_0022)272829

uvig_48607: 11,033-18,483 (-)

28293031

uvig_192954: 3-7,246 (+)

1 2 3 Hyaluronic acid capsule (VF0244) (CDS_0004)

uvig_94700: 11,578-20,123 (-)

AbiEi_WP_025580240.1 AbiEi (CDS_0030)31integrase (CDS_0032)3334

uvig_54040: 2-9,620 (+)

Michele_1A_hits_grouped (CDS_0001)
penta_rpt_QnrE-NCBIFAM QnrE family quinolone resistance pentapeptide repeat protein (NF033375.2) (CDS_0002)

3
DNA topoisomerase II (CDS_0004)

DNA topoisomerase II (CDS_0005)

uvig_222915: 13,720-22,957 (-)

32
O-antigen (VF0392) (CDS_0033)

nucleotide-sugar epimerase (CDS_0034)

3-hydroxymyristoyl] glucosamine N-acyltransferase [LPS (VF0542) (CDS_0035)

36

uvig_436721: 1-14,757 (+)
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DNA methyltransferase (CDS_0009)

10

uvig_494820: 8,683-19,080 (-)

2526272829

uvig_324380: 2-12,348 (+)

1 2 3 DNA polymerase (CDS_0004)
tRNA-Gly(CCC)

5 6 7

uvig_238503: 13,623-22,099 (-)

32
nosihep_NshR-NCBIFAM NshR family nosiheptide/thiostrepton resistance 23S rRNA methyltransferase (NF000035.1) (CDS_0033)

34353637

uvig_213048: 3-4,726 (+)

1

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (CDS_0002)
oMTase_00015 orphan (CDS_0006)

7 9

uvig_388840: 10,138-14,804 (-)

262728

uvig_520294: 86-4,727 (+)

phosphofructokinase (CDS_0001)
radical SAM domain protein (CDS_0005)

uvig_474565: 2-3,765 (+)

1
retron_type_VI_hth_cluster2_1 (CDS_0002)

3

uvig_240135: 2-5,609 (+)

chaperonin groEL (CDS_0001)
2 3

uvig_149796: 12,210-21,299 (-)

3031323334353637383940

uvig_392523: 11,942-17,867 (-)
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5000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


