kinase (CDS_0006)

1 2 3 primase (CDS_0004) 5 7 8
[ oy S ey W oy SO gy W T W
uvig_149796:22-3799 (+)

37 36 35 34

— ——
uvig 436721:21,736-26,233(-)

1 2 3 4 5
— ——— — —— E— ——
uvig_222915:92- 4847( )
34  Control_protein_00002 control (CDS_0033) 32 il 30 29 28

uvig_330548:10,659-17,597 (-)
Control_protein_00002 control (CDS_0036)

37 - - T35 34 33 32 31
. & &0a—— > > T T
uvig_474565:12,661-19,592 ()
1 2 3 4 5
Ba ot > O —& e

uvig_238503:1-4,745 (+)
34 33 32 31

w
w

—
uvwg 192954 15291-19.818 ()

1 — I I
uvig 520294:11,120-14,148 (-)

1 2 7
ac—T 0 T e aT
uvig_30021: 3-3,720 (+)
primase (CDS_0031) 26 25
[ (O U
uvig 240135:14,064-16,225 (-)

[ 2000 nt i

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




