endolysin (CDS_0001) 2 3 tail fiber protein (CDS_0004) 5 tail protein (CDS_0006)

MGV-GENOME-0176340: 1-7,516 (+)
endolysin (CDS_0001)

x| — — ]
uvig_409281:1-7,334 (+)

endolysin (CDS_0001)

!\ | ]
uvig_245208:255-7,913 (+)

superinfection exclusion Sie-like (CDS_0001)

2 endolysin (CDS_0003)
I e — I 1 e
uvig_252346:383-10,140 (+)
terminase small subunit (CDS_0029) 24
1 e

uvig 462777:17,781-24,814 (-)
1 2 3 endolysin (CDS_0004)

uvig 435660_:2-10,118 (+)
superinfection exclusion Sie-like (CDS_0027)
28 26 endolysin (CDS_0025)

uvig_374748:13,015-23,080 (-)
5 34 33 endolysin (CDS_0032)

w

uvwg 409188 17,176-27,027 (-)
retron_type_VI_hth_cluster2_1 (CDS_0028)

superinfection exclusion Sie-like (CDS_0025)

9 27 26 24 endolysin (CDS_0023)

iH
N
‘

MGV-GENOME-0176518:12,994-24,144 (-)
capH (CDS_0038)
40 39 37 36 35 endolysin (CDS_0034)

uvig_! 572458 20, 871 31, 981( )
1 2 3 4 5 6 7 8 endolysin (CDS_0009)

I —
MGV-GENOME- 0204452 1-11 589( )
34 33 32 31 endolysin (CDS_0030)

I
MGV-GENOME-0204387:19,507-28,624 (-)
4000 nt i
head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC)
— L]




