tail assembly chaperone (CDS_0011)
major tail protein (CDS_0010) tRNA-Ala(AGC)
12 13 14 tail protein (CDS_0015) 16 1718 19 T 20 DNAbinding protein (CDS_0021)

— — % _ | I — ———————]
MGV-GENOME-0154881:7,102-21,127 (+)
15 16 1718 19

Al | N S —
OTU_5970:6,814-19,016 (+)

DNA binding protein (CDS_0016)
tail protein (CDS_0015) [1718 19

LB 1 ! | B R I —
uvig 212578:7,107-16,493 (+)
replication initiation protein (CDS_0020)
21 24
15 16 171819 T2223] 25

i%

N B
MGV-GENOME-0165296: 6,811-21,269 (+)
HNH endonuclease (CDS_0026)
15 16 17 18 19 20 T 27

| 1 e —
MGV-GENOME-0166744:6,817-22,734 (+)
replication initiation protein (CDS_0016)
17
15 T1819

LB 1 |
uvig 222643:6,811-18,301 (+)
replication initiation protein (CDS_0019)
HNH endonuclease (CDS_0018)

16 20 23
tail protein (CDS_0015) [17 ‘ T2122] 24  HNHendonuclease (CDS_0025)

8 1 | -
uvig_306212:7,100-18,994 (+)
replication initiation protein (CDS_0020)
18 22
tail protein (CDS_0015) 16 17 [19 21] 23 24

L B 1 |
uvig 543604:7,104-18,870 (+)
15 16 18 1920 23

—_—
SRS056481_al_ct17948_vs1:7,818-18,800 (+)

replication initiation protein (CDS_0021)
19 23
15 16 17 18720 22[ 24 25

NN BN
MGV-GENOME-0147267:7,104-20,129 (+)

17 20 23
15 1618 19 [2122] 24
9 1 /" - — -} | _—
uvig 201272:7,104-18,508 (+)
tail protein (CDS_0015) 1617 18 19 22
o iDL TOED—©
MGV-GENOME-0147004: 6,819-20,096 (+)
15 16 17 18replication initiation protein (CDS_0020)

I I e ——
uvig 486950:6,822-19,013 (+)

replication initiation protein (CDS_0021)
22 24
T23] 25  HNHendonuclease (CDS_0026)

18
tail protein (CDS_0015) 16 17] 19 20

i#

MGV-GENOME-0161956:7,101-22,072 (+)
replication initiation protein (CDS_0018)

19 21

tail protein (CDS_0015) 16 17 T2o] 22

HNH endonuclease (CDS_0023)

i%

| 1 [ [ NN S R s
Ma_2019_SRR413732 NODE_1099 length_18910_cov_80.574171:7,101-18,900 (+)
replication initiation protein (CDS_0021)

17 19 22 24
tail protein (CDS_0015) 16 [18]20 T23] 25  HNH endonuclease (CDS_0026)

—  _x_ " — '} | ]
MGV-GENOME-0159985:7,101-21,807 (+)

tail protein (CDS_0015) 1617 21

. —————— ]
SAMNO5414974 a1l _ct186684 vs1:6,817-20,009 (+)

tail protein (CDS_0015) 16 1718 19 20 2122 23 24 25 2627

I [ _________________________________________________________________________ 8 | ;. N B _____ | _____J | ;8 ]
uvig 414723:6,817-25,990 (+)
replication initiation protein (CDS_0022)
HNH endonuclease (CDS_0027)
20 23 25
16 1718 19 21 24] 26

15 28

|
iﬁ

— -
uvig 441739 :7,104-22,773 (+)

21 HNH endonuclease (CDS_0027)
tail protein (CDS_0015) 16 1718 19 2£)T22 23 2425 replication initiation protein (CDS_0028)

| ———————
MGV-GENOME-0178445: 6,934-23,404 (+)
15 16 1718 19 20 2122 262728

[
MGV-GENOME-0177619: 6,941-23,043 (+)
tail protein (CDS_0015) 16

I

uvig 1228:6,815-17,194 (+)

tail terminator (CDS_0009)

neck protein (CDS_0008) 13 14

N DI SN S S——
SAMN10080925_al ct2253 vs1:6,329-15,556 (+)
7000 nt i
DNA, RNA and nucleotide metabolism connector tail unknownfunction tRNA
L] I




