
IMGVR_UViG_3300045988_067077|3300045988|Ga0495776_054708: 34,030-43,677 (+)

ERCC4-type nuclease (CDS_0047)

replisome organizer (CDS_0048)
DnaB-like replicative helicase (CDS_0049)

50 51 52 53 54 55 56 57 58 59 60 61 62 63 64 65

MGV-GENOME-0313165: 24,892-34,578 (+)

38 39 40 41 42 43 44 45 46 47

MGV-GENOME-0334729: 34,062-45,201 (+)

54 55 56 57 58 59 60 61 62 63 MTase_II_00157 Type (CDS_0064)

MGV-GENOME-0332112: 33,715-43,819 (+)

56 57 58 59 60 61 62 63 64 65
HNH endonuclease (CDS_0066)

67

RNA-binding protein (CDS_0068)

69 70

IMGVR_UViG_3300045988_073845|3300045988|Ga0495776_007669: 33,517-43,622 (+)

55 56 57 58 59 60 61 62 63 64
HNH endonuclease (CDS_0065)

66

RNA-binding protein (CDS_0067)

68 69

uvig_334525: 33,477-45,804 (+)

52 53 54 55 56 57 58 59 60
HNH endonuclease (CDS_0061)

62

RNA-binding protein (CDS_0063)

64 65
MTase_II_00030 Type (CDS_0066)

67 72

uvig_230090: 32,298-43,222 (+)

52 53 54 55 56 57 58 59

RNA-binding protein (CDS_0060)

61 62
MTase_II_00030 Type (CDS_0063)

65 66 67

IMGVR_UViG_3300045988_060998|3300045988|Ga0495776_056712: 32,445-44,310 (+)

52 53 54 55 56 57 58
RNA-binding protein (CDS_0059)

60 61 MTase_II_00030 Type (CDS_0062) 69 70

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


