minor tail protein (CDS_0020)
hemolysin (CDS_0025) MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0035)

tail protein (CDS_0017) endolysin (CDS_0027) 39
15 16 1819 | 21 22 2324 | 26 28 29 30 31 323334 36 37 38 [40 41
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SAMEA1906542 b1 ct72_vs2:10,281-35,031 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0033)

hemolysin (CDS_0024) metallo—protegge (CDS_0040)
minor tail protein (CDS_0021)  endolysin (CDS_0026) V_U4 CAS-V-F; (CDS_0029) lipoprotein (CDS_0039) 45
18 T 22 23 | 25 27 28 30 3132 34 35 36 37 | 4142 43 44]

uvig_362439:10,280-41,015 (+)
hemolysin (CDS_0022) retron_type_VI_hth_cluster2_1 (CDS_0029)
endolysin (CDS_0024)
minor tail protein (CDS_0020) 21 | 23~ | 26 30

OTU_2732:10,281-26,406 (+)
transcriptional regulator (CDS_0031)
metallo-protease (CDS_0030)
minor tail protein (CDS_0020) 21 22 23 24 25 26 27 29 | | RetronVI_HTH (CDS_0032)

uvig 55079:10,281-27,199 (+)
21
minor tail protein (CDS_0020) [ 22 23 24

S |
MGV-GENOME-0277723:10,281-24,160 (+)
minor tail protein (CDS_0020)
22
21 [2324 endolysin (CDS_0025)
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SAMNO5826970 a1 ct30726 vs1:10,277-25,887 (+)
minor tail protein (CDS_0020) 25
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MGV-GENOME-0242343: 10,280-22,092 (+)

minor tail protein (CDS_0020)

MGV-GENOME-4411097: 10,280-22,040 (+)
hemolysin (CDS_0022)
minor tail protein (CDS_0020)7271T 23 endolysin (CDS_0024)

MGV-GENOME-4415856: 10,280-24,712 (+)
hemolysin (CDS_0022)
minor tail protein (CDS_0020) 271T 23 endolysin (CDS_0024)

L e —————————————————————————— —r —
SRS023971_al _ct4924 vs1:10,280-24,800 (+)
hemolysin (CDS_0021)
minor tail protein (CDS_OO@T 22 endolysin (CDS_0023)
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IMGVR_UViG_3300045988_069730|3300045988|Ga0495776_128528:10,280-24,720 (+)

hemolysin (CDS_0025)
minor tail protein (CDS_0020)21 22 23 ZiT 26 endolysin (CDS_0027)
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IMGVR_UViG_3300045988_109726|3300045988|Ga0495776_070655:10,280-27,091 (+)

hemolysin (CDS_0021)
minor tail protein (CDS_0020) | 22 endolysin (CDS_0023)

OTU_2691:10,280-22,202 (+)
endolysin (CDS_0023)

25
26 hemolysin (CDS_0030)
minor tail protein (CDS_0020) 21 22 24 |27 28 29 [ 31 endolysin (CDS 0032)
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IMGVR_UViG_3300007969_000047|3300007969|Ga0114312_100233: 10,280-29,900 (+)
minor tail protein (CDS_0020)
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MGV-GENOME-0262302: 10,283-20,160 (+)
1213 17 18

I
MGV-GENOME-0267122:8,633-23,145 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0036)
Streptococcal enolase (VF1060) (CDS_0030)

Sigma L (VF0855) (CDS_0028) transfer-messenger RNA SsrA
25 nuclease (CDS_0032) | 34 40
minor tail protein (CDS_0020) 21 22 23 24 [2627 29 31 33 | |35 37 38 39 [41
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uvig 224892:10,281-36,434 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0029)
Streptococcal enolase (VF1060) (CDS_0023)
minor tail protein (CDS_0020)
Sigma L (VF0855) (CDS_0021) nuclease (CDS_0025) 27
T 22 24 26 [28 30 31 32 33

uvig 216978:10,280-31,826 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0027)
nuclease (CDS_0023)

minor tail protein (CDS_0020)21 22 | 24 2526 28 29 30 31
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uvig 66285:10,280-28,424 (+)
[ 10000 nt i
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