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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0033)

34 35 36 37
lipoprotein (CDS_0039)

metallo-protease (CDS_0040)

41 42 43 44
45

OTU_2732: 10,281-26,406 (+)
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21

22 23 24

SAMN05826970_a1_ct30726_vs1: 10,277-25,887 (+)

minor tail protein (CDS_0020)
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hemolysin (CDS_0021)
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MGV-GENOME-0267122: 8,633-23,145 (+)

12 13 17 18

uvig_224892: 10,281-36,434 (+)

minor tail protein (CDS_0020) 21 22 23 24
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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0036)
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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0029)
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