
MGV-GENOME-0216386: 23,582-30,913 (+)

25 endolysin (CDS_0026) 27 28 29 30 31 32 33
DNA binding protein (CDS_0034)

35 36 37
transcriptional activator (CDS_0038)

39

MGV-GENOME-0221045: 23,636-31,729 (+)

27 33 DNA binding protein (CDS_0034)

Ma_2019_SRR413574_NODE_509_length_40605_cov_3.950136: 33,725-40,604 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0038)

HEase_00016 homing (CDS_0039)
RusA-like Holliday junction resolvase (CDS_0040)

46 DNA binding protein (CDS_0047)

MGV-GENOME-0226745: 27,481-32,700 (+)

31 34 35
DNA binding protein (CDS_0036)

38 39 40

MGV-GENOME-4421781: 39,156-44,525 (+)

49
RusA-like Holliday junction resolvase (CDS_0050)

host nuclease inhibitor (CDS_0052)

IMGVR_UViG_3300045988_005022|3300045988|Ga0495776_044945: 31,830-37,402 (+)

host nuclease inhibitor (CDS_0039)
site-specific recombination directionality factor RDF (CDS_0041)

42 43 DNA binding protein (CDS_0044)

SRS054976_a1_ct8172_vs1: 33,630-38,125 (+)

site-specific recombination directionality factor RDF (CDS_0040)
44

MGV-GENOME-0239726: 28,181-35,185 (+)

36
DNA binding protein (CDS_0037)

DNA methyltransferase (CDS_0038) 40 transcriptional activator (CDS_0042)

uvig_118636: 27,008-34,012 (+)

35
DNA binding protein (CDS_0036)

DNA methyltransferase (CDS_0037)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (PADLOC) anti-defence (dbAPIS)


