DNA binding protein (CDS_0034) transcriptional activator (CDS_0038)

25 endolysin (CDS_0026) 27 28 29 30 31 32 33 35 36 37 39
e e ——————————————— I I | N S I
MGV-GENOME-0216386:23,582-30,913 (+)
27 33 DNA binding protein (CDS_0034)

%

MGV-GENOME-0221045:23,636-31,729 (+)
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