
IMGVR_UViG_3300045988_051434|3300045988|Ga0495776_058291: 43,618-50,966 (+)

56
anti-SOS response (APIS178) (CDS_0057)

58 MTase_II_00164 Type (CDS_0059)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0060)

61
pyrophosphatase (CDS_0062)

63 64

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0065)

66 67 68 69

IMGVR_UViG_3300045988_042748|3300045988|Ga0495776_057878: 43,487-50,567 (+)

pyrophosphatase (CDS_0062) 63

MGV-GENOME-0312206: 43,547-50,726 (+)

61 62 63 67

uvig_52936: 43,611-50,767 (+)

63

IMGVR_UViG_3300045988_024079|3300045988|Ga0495776_058074: 43,602-50,758 (+)

64 68

IMGVR_UViG_3300029378_000320|3300029378|Ga0243978_1000083|2-59366: 52,013-59,363 (+)

DNA methyltransferase (CDS_0071)
MTase_II_00172 Type (CDS_0072) 74

IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_1000088|112164-166229: 46,713-54,064 (+)

61
DNA methyltransferase (CDS_0064)

MTase_II_00172 Type (CDS_0065)

IMGVR_UViG_3300045988_022605|3300045988|Ga0495776_164110: 41,140-48,527 (+)

DNA methyltransferase (CDS_0056)
MTase_II_00172 Type (CDS_0057)

IMGVR_UViG_3300045988_030031|3300045988|Ga0495776_186536: 38,067-45,773 (+)

50
DNA methyltransferase (CDS_0052)

MTase_II_00172 Type (CDS_0053)

IMGVR_UViG_3300045988_044439|3300045988|Ga0495776_186379: 44,177-51,880 (+)

DNA methyltransferase (CDS_0057)
58

MGV-GENOME-0327392: 41,066-49,116 (+)

58 60 62

SAMEA2580128_a1_ct124558_vs1: 45,280-52,867 (+)

59

uvig_89374: 42,147-50,847 (+)

56 58
methyltransferase (CDS_0059)

60 62

OTU_1066: 42,031-50,255 (+)

DNA methyltransferase (CDS_0057)
MTase_II_00172 Type (CDS_0058) 59

IMGVR_UViG_3300045988_031071|3300045988|Ga0495776_078006: 44,041-51,250 (+)

58 59

MGV-GENOME-0358197: 43,739-50,949 (+)

53 56 57

IMGVR_UViG_3300045988_046701|3300045988|Ga0495776_008787: 43,646-50,871 (+)

59 60

MGV-GENOME-0343754: 39,321-46,516 (+)

DNA methyltransferase (CDS_0048)
49

MGV-GENOME-0311655: 43,134-50,520 (+)

56
DNA methyltransferase (CDS_0058)

59

MGV-GENOME-0345375: 37,046-44,449 (+)

49 50

MGV-GENOME-0297297: 37,954-45,386 (+)

44
DNA methyltransferase (CDS_0050)

51

IMGVR_UViG_3300045988_013430|3300045988|Ga0495776_173688: 38,070-46,372 (+)

42 43
DNA methyltransferase (CDS_0048)

49

MGV-GENOME-0313486: 42,182-51,236 (+)

57 60 61

IMGVR_UViG_3300029720_000019|3300029720|Ga0245229_1000661: 42,621-50,998 (+)

55 56

uvig_469433: 34,230-43,252 (+)

48 50 DNA methyltransferase (CDS_0053) 54

Norman_159_NODE_10_length_51005_cov_10.812463: 42,627-51,003 (+)

61 62 63

IMGVR_UViG_3300029855_000290|3300029855|Ga0245295_1000165|66380-112798: 38,537-46,417 (+)

53

uvig_350941: 43,733-50,542 (+)

57 58 59 62 66

IMGVR_UViG_3300045988_006361|3300045988|Ga0495776_163103: 41,236-48,201 (+)

55

MGV-GENOME-0306724: 41,077-48,745 (+)

57 58

IMGVR_UViG_2524614554_000001|2524614554|2524661379: 40,390-48,816 (+)

53
DNA methyltransferase (CDS_0055)

56 60

MGV-GENOME-0195151: 18,077-26,030 (+)

26 31 MTase_II_00157 Type (CDS_0033)

TemPhD_cluster_46936: 41,611-49,796 (+)

57 60

uvig_53768: 25,543-34,289 (+)

36 43 MTase_II_00164 Type (CDS_0044)

MGV-GENOME-0329777: 37,417-45,119 (+)

48 MTase_II_00164 Type (CDS_0049)

IMGVR_UViG_3300045988_034804|3300045988|Ga0495776_008817: 42,295-49,973 (+)

57

IMGVR_UViG_3300045988_028863|3300045988|Ga0495776_058387: 42,296-49,975 (+)

56

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122|80526-132147: 43,572-50,534 (+)

57

MGV-GENOME-0314152: 27,775-35,529 (+)

DNA methyltransferase (CDS_0045)

MGV-GENOME-0279687: 33,545-41,083 (+)

47

uvig_5385: 31,411-38,945 (+)

41

IMGVR_UViG_3300045988_019253|3300045988|Ga0495776_058077: 42,178-49,673 (+)

57

uvig_187592: 44,870-51,824 (+)

59 64

uvig_344319: 42,980-49,652 (+)

59

uvig_408124: 45,855-53,542 (+)

63

uvig_514718: 39,873-47,561 (+)

57

IMGVR_UViG_3300010259_000002|3300010259|Ga0129316_1000136: 45,419-52,775 (+)

62

IMGVR_UViG_3300045988_031041|3300045988|Ga0495776_077923: 42,708-50,064 (+)

60

MGV-GENOME-0339452: 39,031-46,389 (+)

52

IMGVR_UViG_3300045988_018105|3300045988|Ga0495776_058146: 41,719-49,075 (+)

55

MGV-GENOME-0339645: 37,800-45,157 (+)

50

IMGVR_UViG_3300045988_033185|3300045988|Ga0495776_057854: 41,434-48,788 (+)

51 55

MGV-GENOME-0313083: 41,686-48,922 (+)

55

uvig_282130: 22,003-29,748 (+)

MTase_II_00164 Type (CDS_0037) 38

MGV-GENOME-0313821: 42,982-51,383 (+)

DNA polymerase exonuclease subunit (CDS_0060) 61

MGV-GENOME-0308237: 41,879-49,292 (+)

DNA polymerase exonuclease subunit (CDS_0056)

Shkoporov_2019_SRR9161505_NODE_205_length_48267_cov_26.772194: 40,629-48,265 (+)

53

Norman_83_NODE_2_length_50543_cov_17.393975: 41,724-49,565 (+)

57 59
MTase_II_00172 Type (CDS_0060)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


