
MGV-GENOME-0313486: 1-10,666 (+)

1 2 head morphogenesis (CDS_0003) 4 5 6 7 8 9 10 11 12 13 14

uvig_89374: 1-11,118 (+)

6 8 10

OTU_1066: 1,499-11,258 (+)

3 4 10 12

MGV-GENOME-0311655: 1-11,470 (+)

6 8 9 11

IMGVR_UViG_3300045988_013430|3300045988|Ga0495776_173688: 1-11,474 (+)

7 8

IMGVR_UViG_3300045988_009081|3300045988|Ga0495776_069087: 1-11,474 (+)

2 7 8

MGV-GENOME-0310595: 1-11,470 (+)

5 6 8 9

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122|80526-132147: 1-11,549 (+)

5 7 8 10

IMGVR_UViG_3300045988_011055|3300045988|Ga0495776_159220: 1-11,551 (+)

8 9

MGV-GENOME-0311343: 1-11,550 (+)

4 8 9

MGV-GENOME-0339645: 1-11,551 (+)

8 9 10

IMGVR_UViG_3300045988_071845|3300045988|Ga0495776_188012: 1-11,604 (+)

8 9

uvig_5385: 1-11,605 (+)

8 9

SRS076976_a1_ct2852_vs1: 1-11,135 (+)

3 4 6 phosphoadenosine phosphosulfate reductase (CDS_0007)

MGV-GENOME-0345375: 1-11,228 (+)

3 4 5

IMGVR_UViG_3300045988_034804|3300045988|Ga0495776_008817: 1-11,488 (+)

3 4 9 10

IMGVR_UViG_3300045988_028863|3300045988|Ga0495776_058387: 1-11,433 (+)

8 9

IMGVR_UViG_3300045988_031071|3300045988|Ga0495776_078006: 1,497-13,260 (+)

3 4 10 11 12 17 18

IMGVR_UViG_3300029855_000290|3300029855|Ga0245295_1000165|66380-112798: 1,497-12,610 (+)

5 10 11 12

Norman_159_NODE_10_length_51005_cov_10.812463: 5,959-13,234 (+)

12 13 14 15

uvig_469433: 5,904-11,972 (+)

11 12

uvig_408124: 1,459-12,926 (+)

4 5 7 10 11 13 14

MGV-GENOME-0306724: 1,459-12,925 (+)

8 10 11 13

uvig_514718: 1,459-12,631 (+)

5 7 10 11

uvig_187592: 1,459-13,114 (+)

5 10 11

uvig_350941: 1-13,428 (+)

9 10 14

IMGVR_UViG_3300028998_000001|3300028998|Ga0169656_100216: 1,496-11,775 (+)

10 12 14 15 16

MGV-GENOME-0313571: 6,412-12,104 (+)

10

IMGVR_UViG_3300045988_013074|3300045988|Ga0495776_165380: 1,496-12,169 (+)

10

MGV-GENOME-0327392: 1,496-11,845 (+)

10

IMGVR_UViG_3300045988_030031|3300045988|Ga0495776_186536: 1,496-12,103 (+)

10

IMGVR_UViG_3300045988_051434|3300045988|Ga0495776_058291: 1-11,849 (+)

9

IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_1000088|112164-166229: 1,496-12,647 (+)

10 11

IMGVR_UViG_3300045988_039286|3300045988|Ga0495776_000859: 1,496-12,336 (+)

10

uvig_52936: 1,496-11,912 (+)

4 5 10

uvig_442290_: 1,499-12,007 (+)

5 10

MGV-GENOME-0313113: 1,496-12,182 (+)

10

IMGVR_UViG_3300045988_022605|3300045988|Ga0495776_164110: 1,496-12,148 (+)

10 13

IMGVR_UViG_3300010259_000002|3300010259|Ga0129316_1000136: 1,459-13,476 (+)

10 11
GTP-binding domain (CDS_0012)

13 18

Norman_83_NODE_2_length_50543_cov_17.393975: 1-12,241 (+)

3 5 7 9 10 11

IMGVR_UViG_2524614554_000001|2524614554|2524661379: 47,164-48,818 (+); 1-11,581 (+)

phosphoadenosine phosphosulfate reductase (CDS_0006) 762 63 64

TemPhD_cluster_46936: 1,459-12,906 (+)

6 8
phosphoadenosine phosphosulfate reductase (CDS_0010)

11 12

MGV-GENOME-0318869: 1-10,456 (+)

3 4 5 6 7

SRS078738_a1_ct15362_vs1: 1-12,353 (+)

3 4 5 6 8
PDC-S13_WP_186842295.1 (CDS_0009)

10

MGV-GENOME-0318358: 1-11,730 (+)

4 5 6 8 9

MGV-GENOME-0236730: 1-13,300 (+)

8 9 14 15

IMGVR_UViG_3300008279_000026|3300008279|Ga0114263_1000096: 1-11,722 (+)

8

SRS142680_a1_ct15219: 1-11,722 (+)

7 8

5000 nt

head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)


